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Figure 2 - Figure Supplement 1: Protein abundance and commonness

Protein abundances of the 519 proteins, calculated without missing values (where no
matching spectra were detected), in A) the colony dataset, and B) in the single individual
dataset. The proteins highlighted in red are the most abundant ones when calculated
including missing values in both datasets combined, as shown in Figure 3. The red dashed
line shows the cut-off used for classical frequentist statistical analyses — for the empirical
Bayes and machine learning analyses all proteins were included.



