Accession numbers  In % samples  Abundance log(fold change) Annotation Dmel gene
. Young Nurse Field
Colony Singe vs. vs. vs.
ant Mature Forager Lab
XP_011252500.2;E2A6T2 CREG1 CREG 100%, o
XP_025269163.1;E2AZ61 CathespinD / Peptidase A1 cathD S
XP_011266069.1;E2AY28 Uncharacterized formicine protein g-
XP_025263096.1;XP_025263073.1;... Maltase Mal-B1 o
XP_011257802.2;XP_011257800.2 Regucalcin smp-30 5% o
XP_011255282.1;E2AC27 Glucose dehydrogenase Gld e
E2AZ59;XP_011266628.1 CathespinD / Peptidase A1 cathD g
XP_011259281.2 JHE-like CG6414 o -
XP_025264611.1 CathespinD / Peptidase A1 cathD S0%EH @
XP_025263304.1;XP_011263078.2 alpha-Amylase Amy-d §
XP_011266010.1;E2AY02 | o | Carboxypeptidase CG4572 z
XP_011266630.1;E2AZ60 CathespinD / Peptidase A1 cathD 25% -
XP_025264610.1 CathespinD / Peptidase A1 cathD ° %
XP_025262760.1;E2ATD2 . NPC2 Npc2a 3
XP_025263076.1 Maltase Mal-B1 2
XP_025263077.1 Maltase Mal-B1 0%
XP_019882311.2;E2A631 RNase RNaseX25
E2AIX5;XP_025263124.1 Maltase Mal-B1
XP_025264718.1 PO Hexamerin Lsp2
XP_011259278.2;E2AJMO;E2ANUO JHE-like CG6414
XP_025269812.1 Serpin Spn43Aa
XP_025266319.1;E1ZXZ5;E2AC93 Arylphorin Lsp1beta
XP_025269485.1;XP_025269481.1... tobi-like tobi 750m
XP_011252309.2;E2A6E2 Protein G12
XP_019882306.1;E2A5W9 Chymotrypsin epsilonTry
XP_025262246.1 Uncharacterized protein Vps51 =
XP_025264613.1 CathespinD / Peptidase A1 cathD 3
XP_011252932.2;E2A7K7 Apolipophorins apolpp 500m s
XP_011253495.1;E2A8P0 DNase DNasell g
E2ARH9;XP_011262712.1 Phospholipase A2 CG30503 32
XP_011258918.1;E2A1Z6 I NPC2 Npc2e 8
XP_011261898.2 Maltase Mal-B1 3
XP_011253679.1,E2A8Y6 -— Superoxide dismutase Sod1 250m I —~
XP_011259751.1;E2AKD6 V-type proton ATPase Vha16-1 E
XP_011252301.1;E2A6C9 Protein G12 CG15712 2
XP_011264892.1;XP_011264890.1;E2AVV1 ] Nucleoplasmin-like Nip
XP_011267011.2 Venom acid phosphatase CG9449
E2B227:XP_011267964.1 | o | Tetraspanin Tsp42Ea >0
XP_011265309.2;E2AWK6 NPC2 Npc2g
XP_011267533.1;XP_011267532.1;... Actin-5 Act87E
XP_025269479.1;E2AJL7 JHE-like CG6414
XP_019884394.1;XP_011262974.1;E2ARX6 Porin porin
XP_025269126.1 Guanine deaminase DhpD
XP_011266004.2 Carboxypeptidase CG4572 5
XP_019884091.1;E1ZXR7 Zinc carboxypeptidase CG4017
XP_011258052.1;E1ZX35;E2ANBS5:;... ubiquitin-60S ribosomal L40 RpL40 5
XP_011263402.1;E12Y32 Salivary secreted peptide CG33998 g
XP_011255300.1;E2AC60 beta-Hexosaminidase Hexo1 25 %
XP_025265121.1;E1ZWT6 Serine protease CG31269 o
E2AJL8 - JHE-like CG6414 3
E2ALS8;XP_019883851.2 Aminopeptidase CG14516 a
XP_019882595.1;E2A8M9 Odorant receptor 0 2
E2AC9%4 — Hexamerin Lsp1gamma B
XP_011258566.1;XP_011258565.1;E2AIC5 5-hydroxyisourate hydrolase CG30016 °
E2A4H5;XP_011251451.1 Glutathione peroxidase PHGPx 8
XP_011255281.1;E2AC28;E2AC29 [ e o | Glucose dehydrogenase Gld 25002
XP_011259391.1;XP_011259390.1;E2AJT8 Imaginal disc growth factor 4 Idgf4 s
XP_011269703.1;XP_011269702.1;... elongation factor 1-alpha eEF1alpha1 S
XP_011268846.1;XP_011265836.1;... Histone H4 His4:CG33909
XP_025265137.1;E2ABS8 alpha-Mannosidase LManll -5

Figure 4 - Figure Supplement 1: Most abundant proteins with accession numbers

The sixty most abundant proteins in trophallactic fluid over 73 colony and 40 single
individual samples. Ranking of abundance included zero values. From left to right,
accession numbers, proportion of samples in which the protein was identified in colony
samples and single individual samples, average iBAQ abundance across all samples, logz
of the fold change in abundance between types for a given comparison, the comparisons
for which the protein was significant in two out of three methods are marked with yellow
dots, annotation terms. Annotation terms are bolded for the 25 out of 27 core trophallactic
fluid proteins that are amongst the 60 most abundant proteins. The additional but less
abundant core proteins are a cathepsin (26-29-p) and a myosin heavy chain (Mhc).



