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Figure 5 - Figure Supplement 1: Visualization of all results.

Venn diagrams summarizing statistical methods, frequentist volcano plots, empirical Bayes
volcano plots, example SHAP value plots of feature importance the top 20 proteins. Each
SHAP plot is for one of the ten models trained. For significant proteins, see Supplemental
file 2, for full model results, see Supplemental files 3-5.
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