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Spearman rank R=0.129
Kendall tau=0.11
= = g(MutSet&PathReg)=0.05
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Fraction of artifacts, q<0.05

all predicted: 0.029
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all predicted: 0.015
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p(CDS length)=5.5e-16
p(known driver)=4.1e-53
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Spearman rank R=0.204
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p(no. of mutations)=0.0012
p(known driver)=2.8e-49
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Fraction of artifacts, q<0.05

all predicted: 0.029
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Fraction of artifacts, q<0.05

all predicted: 0.015
w/o olfactory: 0.0046
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-1 p(CDS_length)=2.6e-51
p(no. of mutations)=8.7e-208
p(known driver)=3.5e-43
p(known artifact)=0.0039
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Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0043
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Spearman rank R=0.164
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Fraction of artifacts, q<0.05

all predicted: 0.015
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-1 p(CDS_length)=1.1e-85
p(no. of mutations)=8.5e-112
p(known driver)=4.1e-53
p(known artifact)=1
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Spearman rank R=0.214
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Fraction of artifacts, q<0.05
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w/o olfactory: 0.0073
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Spearman rank R=0.209
Kendall tau=0.145
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Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0055

Linear model, 4-way:
p(CDS_length)=1.6e—44
p(no. of mutations)=3.6e-06
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p(known artifact)=0.98
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Spearman rank R=-0.065 Fraction of artifacts, q<0.05
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Fraction of artifacts, q<0.05

all predicted: 0.018
w/o olfactory: 0.0043
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Linear model, A=way: x|

p(Frequency.Normalized)=4.8e—-(5

p(no. of mutations)=4.2e-172
p(known driver)=3.7e-68
p(known artifact)=0.11
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:QV

Spearman rank R=-0.005
Kendall tau=-0.004

= = g(MutSet&PathReg)=0.05
linear fit
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Linear model, 4-way:

p(Frequency.Normalized)=0.26
p(no. of mutations)=2.3e-49
p(known driver)=2e-33
p(known artifact)=0.15

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0055
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Frequency, normalized by sample—specific mutation rate

TCGA:BRCA

Spearman rank R=-0.013
Kendall tau=-0.009

= = g(MutSet&PathReg)=0.05
linear fit
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Linear-model-4=way:
p(Frequency.Normalized)=0.24
p(no. of mutations)=1.3e-101
p(known driver)=1.2e-73

p(known artifact)=0.54

Fraction of artifacts, q<0.05

all predicted: 0.011
w/o olfactory: 0.0045
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

MB(union)

Spearman rank R=0.031
Kendall tau=0.022

= = g(MutSet&PathReg)=0.05
linear fit

X
Linear model, 4=way:
p(Replication)=0.057
p(no. of mutations)=5.4e-11
p(known driver)=4.2e-48
p(known artifact)=0.98

Fraction of artifacts, q<0.05

all predicted: 0.029
w/o olfactory: 0.0044
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Gene replication rate

TCGA:LUSC

_| = = qg(MutSet&PathReg)=0.05

Spearman rank R=0.041
Kendall tau=0.028

linear fit
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Linear model;:4=way;,
p(Replication)=4.2e-09
p(no. of mutations)=1.9e-85
p(known driver)=1.3e-49

p(known artifact)=0.067
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Fraction of artifacts, q<0.05

all predicted: 0.015
w/o olfactory: 0.0046
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Gene replication rate

-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:SKCM

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0043

Spearman rank R=0.079
Kendall tau=0.053
= = g(MutSet&PathReg)=0.05

linear fit
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o < Olffactory X
p(Replication)=4.3e-32

p(no. of mutations)=2e-204 Lawr_ence2013.FPs .
p(known driver)=3.5e—46 e Martincorena2017.artifacts
p(known artifact)=0.0011 e IntOGen.KnownArtifacts

T T T T T
2.2 2.4 2.6 2.8 3.0 3.2

Gene replication rate

TCGA:LUAD

Fraction of artifacts, q<0.05

all predicted: 0.015
w/o olfactory: 0.0046

Spearman rank R=0.064
Kendall tau=0.043
= = g(MutSet&PathReg)=0.05

linear fit
&
4:%5 Ov“’ <8 O&V@,
i ex 2
== = e g e e R e oy =
s % ViR 5
X .
X RISt e
. e o e s o .o X
x ¥ . o / X R
3 . xX 8o, Bes” L S e
__-——-"""_-—_._'__;.g.:.}o!‘.:g:uo A ’S'
£h5T X 3
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p(Replication)=6.9e-23
p(no. of mutations)=9.2e-145 Lawrence2013.FPs

p(known driver)=3.7e-58 e Martincorena2017.artifacts

p(known artifact)=0.37 e IntOGen.KnownArtifacts
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2.2 2.4 2.6 2.8 3.0 3.2

Gene replication rate

-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:PRAD

Spearman rank R=0.03
Kendall tau=0.021
= = g(MutSet&PathReg)=0.05

Linear model; 4—way>:<
p(Replication)=0.00027
p(no. of mutations)=4.1e-43
p(known driver)=2.2e-50
p(known artifact)=1.4e-10

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0073

linear fit
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TCGA:GBM

1 = - g(MutSet&PathReg)=0.05

Spearman rank R=0.04
Kendall tau=0.028

linear fit

p(Replication)=1.7e-06
p(no. of mutations)=1e-24
p(known driver)=1.1e-44

p(known artifact)=0.63

Fraction of artifacts, q<0.05

all predicted: 0.018
w/o olfactory: 0.0069
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:PAAD

Spearman rank R=-0.012
Kendall tau=-0.008

= = g(MutSet&PathReg)=0.05
linear fit

XX
Linear model; 4-way:
p(Replication)=0.53
p(no. of mutations)=8.8e-25
p(known driver)=6.4e-61
p(known artifact)=2.4e-28

Fraction of artifacts, q<0.05

all predicted: 0.0076
w/o olfactory: 0.0064
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TCGA:COAD

Spearman rank R=0.048
Kendall tau=0.032

1 = = q(MutSet&PathReg)=0.05

linear fit

Lineat-model-4-way
p(Replication)=7.4e-16
p(no. of mutations)=3.9e-140
p(known driver)=6.6e-73

p(known artifact)=0.68
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Fraction of artifacts, q<0.05

all predicted: 0.018
w/o olfactory: 0.0043
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:QV

Spearman rank R=0.015
Kendall tau=0.01
= = g(MutSet&PathReg)=0.05

Linear model, 4-way:
p(Replication)=0.0028
p(no. of mutations)=7e-14
p(known driver)=2.3e-38
p(known artifact)=0.63

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0055

linear fit
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Gene replication rate

TCGA:BRCA

Spearman rank R=0.006
Kendall tau=0.004

= = g(MutSet&PathReg)=0.05
linear fit

XX
Linear model; 4-way:
p(Replication)=5.3e-05
p(no. of mutations)=2.9e-63
p(known driver)=2.2e-78

p(known artifact)=0.24

Fraction of artifacts, q<0.05

all predicted: 0.011
w/o olfactory: 0.0045
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

MB(union)

Spearman rank R=-0.043
Kendall tau=-0.031

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=0.00079
p(no. of mutations)=7.4e-09
p(known driver)=5.2e-49

p(known artifact)=0.93

Fraction of artifacts, q<0.05

all predicted: 0.029
w/o olfactory: 0.0044
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Gene expression rate

TCGA:LUSC

_| = = qg(MutSet&PathReg)=0.05

Spearman rank R=-0.056
Kendall tau=-0.039

linear fit

Linear model, 4-way:
p(Expression)=6.2e-19
p(no. of mutations)=7.8e-83
p(known driver)=1.7e-49
p(known artifact)=0.044

Fraction of artifacts, q<0.05

all predicted: 0.015
w/o olfactory: 0.0046
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Gene expression rate

-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:SKCM

Spearman rank R=-0.065
Kendall tau=-0.044

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=1.6e-32
p(no. of mutations)=6.8e-212
p(known driver)=3.5e-43

p(known artifact)=0.0019

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0043
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Gene expression rate

TCGA:LUAD

Spearman rank R=-0.069
Kendall tau=-0.047

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=2.4e-32
p(no. of mutations)=3.2e-144
p(known driver)=2.5e-56
p(known artifact)=0.4

Fraction of artifacts, q<0.05

all predicted: 0.015
w/o olfactory: 0.0046

Olfactory x%
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IntOGen.KnownArtifacts
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:PRAD

Spearman rank R=-0.036
Kendall tau=-0.026

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=1.5e-06
p(no. of mutations)=4.8e-43
p(known driver)=2.4e-50

p(known artifact)=6.8e-11

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0073
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Gene expression rate

TCGA:GBM

1 = - g(MutSet&PathReg)=0.05

Spearman rank R=-0.056
Kendall tau=-0.04

linear fit

Linear model, 4-way:
p(Expression)=2e-10
p(no. of mutations)=6.7e-25
p(known driver)=2.6e-41
p(known artifact)=0.77

Fraction of artifacts, q<0.05

all predicted: 0.018
w/o olfactory: 0.0069
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Gene expression rate

-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:PAAD

Spearman rank R=-0.006
Kendall tau=-0.004

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=0.034
p(no. of mutations)=1.1e-25
p(known driver)=5.8e-63

p(known artifact)=2.5e-29

Fraction of artifacts, q<0.05

all predicted: 0.0076
w/o olfactory: 0.0064
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TCGA:COAD

1 = = q(MutSet&PathReg)=0.05

Spearman rank R=-0.05
Kendall tau=-0.034

linear fit

Linear model, 4-way:
p(Expression)=2.4e-22
p(no. of mutations)=4.2e-148
p(known driver)=4.3e-70
p(known artifact)=0.81

Fraction of artifacts, q<0.05

all predicted: 0.018
w/o olfactory: 0.0043
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-mean(inverse normal transform(MutSet&PathReg q))

-mean(inverse normal transform(MutSet&PathReg q))

TCGA:QV

Spearman rank R=-0.039
Kendall tau=-0.027

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=9.8e-07
p(no. of mutations)=3.5e-14
p(known driver)=6.5e-38

p(known artifact)=0.66

Fraction of artifacts, q<0.05

all predicted: 0.013
w/o olfactory: 0.0055
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Gene expression rate

TCGA:BRCA

Spearman rank R=-0.031
Kendall tau=-0.021

= = g(MutSet&PathReg)=0.05
linear fit

Linear model, 4-way:
p(Expression)=1.4e-12
p(no. of mutations)=2.5e-64
p(known driver)=1.7e-77
p(known artifact)=0.21

Fraction of artifacts, q<0.05

all predicted: 0.011
w/o olfactory: 0.0045
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