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Figure 3-figure supplement 5: (a) Nuclear pore membrane proteins. Expression of significant
nuclear pore proteins for all donors. The first 12 columns are MA donors followed by NA, The
abundance of protein expression is lower in MA versus NA. (b) Underrepresented MA proteins in
the nuclear pore structure. Structure of nuclear pore complex (NPC) and the proteins
underrepresented showing significant protein coverage for all classes of NPC. Bold blue gene
names are significant underrepresented proteins (p<0.05), blue gene names are quantified but not
significant (p>0.05) and gray gene names are not detected in the dataset.



