Figure S - figure supplement 1

1. Most supported model

(a) Complete dataset (N=150 phylogenies)
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2. Second most supported model
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(b) Reduced dataset with phylogenies including > 20 species (N=99 phylogenies)
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(c) Reduced dataset with phylogenies including > 20 % of sampling (N=137 phylogenies)
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Figure-5 - figure supplement 1. Drivers of Neotropical diversification. The histograms report the propor-
tion of phylogenies whose diversification rates are best explained by a model with constant, time-dependent,
temperature-dependent, or uplift-dependent diversification based on (1) the most supported model (lowest AIC
value), and (2) the second most supported model. The results are reported for the complete dataset (a), for a
reduced dataset including only trees with more than 20 species (b), and for a reduced dataset including only
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trees with a sampling fraction over 20% (c).



