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Figure 3-figure supplement 1 Gnas cKO hearts exhibit enlarged phenotype but do not show cardiac
hypertrophy. (a) H&E staining of control and Gnas cKO hearts at P1 (upper panels) and P14 (lower panels) and
quantification of heart weight-to-body weight ratio of control and Gnas cKO neonates at P1 and P14,
respectively. Data are as mean ± SD, Student’s t-test, n ≥ 3. Scale bar: 500m. (b) Aurora kinase B (AURKB)
staining of P14 Gnas cKO heart (left panel). Quantification of AURKB positive cardiomyocytes in the control
and Gnas cKO mice (right panel). Scale bar: 10m. (c) Pellet of cardiomyocytes isolated from a WT and Gnas
cKO heart at P14 (upper panel) and quantification of number of isolated cardiomyocytes (lower panel). Data are
as mean ± SD, Student’s t-test, n=3. (d) Isolated cardiomyocytes from control and Gnas cKO mice at P14. Scale
bar: 100m. Quantification of the area of isolated cardiomyocytes measured with Image J software (Right panel).
Data are as mean ± SD, 20 cardiomyocytes from 9 individual hearts were measured, Student’s t-test was used.
(e) Wheat germ agglutinin (WGA) staining of P14 control and Gnas cKO heart sections. Quantification of
relative pixel per area of WGA-positive cardiomyocytes (Right panel). N.S., not significant. Data are as mean ±
SD, Student’s t-test, n=8. Scale bar: 50m.
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