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ABeta (vs unadjusted GWAS)

WHR & BMI adjusted

RBC

Al gerome-wiide significant lod

GO Biological Process #Genes  Fold Enrichment  P-value
hemopoiesis 109 236 1.99E-10
hematopoietic or lymphoid

organ development 115 23 184610
regulation of hemopoiesis 59 21  8.00E-03|
Lod intop/bottom 10%adhanged effed sizes

GO Biological Process #Genes  Fold Enrichment  P-value
enthrogyte differentiation 12 696 457603
enythrocyte homeostasis 12 63 119502
hemopoiesis 36 31 571E05
hematopoietic or lymphoid

organ development 38 3.02  4.09e-05

PLT

WBC

Al ide significant lod All genome-wide sigrificant lod

GO Biological Process #Genes  Fold Enrichment ~ P-value GO Biological Process #Genes old Enrichmer  P-value

megakaryocyte development 11 778  3.02E-02 positive regulation of hemopoiesis 326  4.70E-05

hemostasis 43 297  6.39E-05 negative regulation of hemopoiesis 25 322 23102

hemopoiesis 123 256 33814 regulation of hemopoiesis 71 269  4.73E08|

hematopoietic or lymphoid

organ development 129 248  5.01E-14] hemopoiesis 113 261 107613
hematopoietic or lymphoid organ

regulation of hemopoiesis &4 218  1.06E-03 development 120 256  3.57E-14

Lod i /o 10°/cchanged effedt sizes: Lod in top/bottom 10%«changed effedt sizes

GO Biological Process #Genes  Fold Enrichment ~ P-value GO Biological Process #Genes  Fold Enrichr~ P-value

hemopoiesis 31 272 9.51E-03] hemopoiesis 31 283  4.30E03

hematopoietic or lymphoid hematopoietic or lymphoid organ

organ development 32 26  1.68E-02] development 32 2.7 7.56E-03




