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Sphingomonadaceae
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Sphingobacteriaceae
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Weeksellaceae
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Oxalobacteraceae
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Burkholderiaceae
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Pseudomonadaceae
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Rhizobiaceae
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Nocardioidaceae
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002233 Marmoraa )
ov-007163 Marmarcaa o
ov_cosess Marmorcola [
sv_003493 Marmoricola ‘
| 009609 Marmarcala )
v 001701 orcal o
v 003964 )
ov- 002655 Marmeraia )
- 00058 ° )
oo
v or1238 )
ov-c02084 )
v cot1od Marmericola [
v 000511 Varmorcaia ®
I sy -+ P )
- o201 ®
ov_co7381 Marmoricola @
v 010593 )
ov- 002635 ° ®
o s
v 004150 )
ov-00208 Nocardides  iiomolensis ®
v-c01704 Nocardiddes  iomalansis [
v 007495 [ °

i s
ov-c06452 ®
v 012621 Noowdikdes  Worolenii )

v_014428 Marmoricola Y ° .
ncoices
st ° Marmoricola
o/ 008346 ()
v 009111 ®
ov-o13830 ) °
ocoras
v 007823 [
ole  Nocardiodes ®
v coass [
o 00275 Y
v 005028 Y
ov-004761 ° °
occorl
o 001811 [
co2e7 Marmoricola )
0o8sss armoncola ()
cos0so )
e
moeee o
v 004904 Kiibbella o
o/ 001000 Kibbela Aaroonensis [
ov_0o1602 ool Karoonensis ° o o
et Gt oot
v 000921 ibbela Karocnenss ® Y
ov-c00iss Kibbola ) o
5v_007004 Kibbella, Karoonensis [ ]
o co1781 Kiobella [
o 002347 Kibbella [
000645 Kibbala ®
v 001980 Kiotela 'Y
v ooz Kibbella Karonensis [
- 001567 Kibbola Karoanensis . £ %) ° ° Y
mioter ek e
vee e s Kribbella karoonensis
o 001032 Kibbela Karoonensis o
<v-cotace Kbl Karoanensis Y [
v 002625 Kiotela Karoonensis @
o/ 001355 ibbela \armonenss Y
o005 Kibbella Karoanensis [
ov-0003: Kibbela Y
ov_cosee Kiibbella Karocnensie Y
o 000893 Kibbela Karoanensis )
ov-cot0q Kibbala Karoanensis Y [
v 001455 Kiibbella ('Y e e
s e
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Comamonadaceae

| Tree

count ratio log2(+N/-N)

T
. ° °
ov_01623 Variovorax paradoxue ) )
ov-003240 Variovorax Paradons ) °
v 001569 Vartovorx paradoxus ° ) s
v 001098 Variovorsx paradoxus ) ®
ov_001358 Variovarax Paradoua ) Y
ev-000704 Varovorax )
1000885 Variovorax )
ov- 000484 Varioverax )
ov-000587 Variovorax )
ov- 000087 Vartovorex paradoxus ) ()
ov-000320 Varovarax ®
ov-000228 Varovorax paradonus )
000271 sovors Paraconue ®
v 00464 Varovorax Poradonts ) )
ev-001078 Varovorax Deradonts ) )
v 001674 Varovorax paradoxus )
ov-0009%0 Variovorax Paradoxos ® ‘
v 004z Variovorsx paradoxus ® .
pomE el s L4 ° ariovorax paradoxus ®
sl e peades ° [ )
ov-c0t624 Varoverax Doradonss ) )
ov- 000555 p Peradonss ) )
V000030 Varovorax paradoxus ) )
ov- 000453 Vatovorns ) )
ov-000217 Variovorax paradonus ) )
ov- 002545 Variovrx °
ov_001344 Variovarax f—— )
ey 000716 Variovorax peradonis )
ov_000539 Variovorax Paradoxus [ ]
v 003261 Variovorax paradoxus ® [ ]
ov-000051 Variovorax paradons ) °
o 001173 Varovorx paradoxus ) ° ° )
et Variovorsx ® )
ov_001974 Varovorax ® )
001506 Varovorax ) )
v_002459 Variovorax ° °
ov- 000035 Varovorax )
ov-000735 Variovorax )
ov- 000561 Vartovorex )
000439 Varovarax o ©
ov-000326 Variovorax ) ( )
v 00478 ovors paradoxus o )
v_000568 Varovorax )
000263 Varovorax paradonus ° )
ov-001081 Varovorax ° )
r 000903 Variovarax ) )
ov-000426 riovor )
o Variovorsx paradoxus )
S Variovorax paradonus ®
0 Variovorax [ ]
ov-c0ssas Variovorax = ® °
I -
o e - .t Variovorax soli LIPS
e e | Ew o -
00444’ Variovorax soli [ ) L [ )

f_Comamonadaceae Unknown Genus ¢

Fatomonas Saccharopnic ®
Pelomonas saccharopi ° &)
Polomonas Saccharophil ) ()
Polomonas saccharophi ) ° ®
Fomes ° Pelomonas saccharophila @ 4
s e
Palomonas saccharophit ® o
Variovorax boronicumalar [ ]
ov_003421 Dolfa {suruhatensis ) ()
ov- 004249 Daltia tsurohatonsi ®
ov_004210 Daltia tsunshatensic [
v 004901 Deltia tsurshatansic ) ° . . ) °
o omes ° Delftia tsuruhatensis °
ov-007580 Dalfa )
ov-007198 Daltia )
V006126 Dalfia tsurshatensic [
ov-007312 ) o
—Ew ooater ) ()
sv_ 002841 [ ] ‘
ov-004725 Pisceibacter ) )
00282 Piscebacter Y [
ov-o02412 Piaceibactor ® Y
V006162 Pisceibacter )
v 004161 Pisceibacter ® o
v 002218 Pischbacter [ ] [ ]
v 003185 Plecknbacter Y Y
v 005500 Pleckvbacter o
ov-003173 Piaceibacter ) ®
v-0028%0 Piscnibactor [ ° e
v 001414 Piscivbacter p b t
sy praosind ° ISCinipacter
v 003315 Piscibacter [ ]
schoss patie
ey 001611 Piscmibacter )
v 002355 Piscebacter Y Y
ov-o0ée10 Piscnibacter )
ov-008128 Piaceibacter ) )
v-004577 Piscnibactor ° [
ov-c01613 Pisceibactor ®
sv_ 003098 Piscnibacter [ ]
v 002463 Piscovbacter Y Y
ov_001202 Piscoibacter ) )
v Oniess Piscebacter Y
v ooasos Piscaibacier e
: :
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Nitrososphaeraceae

| Tree | | count ratio log2(+N/-N)

ov-002613 [] []

sv_001258
5v_001555
sv_001081
sv_ 002042
sv_001854

Nitrosphaeraceae
Unknown Genus 2

Candidatus Nivocosmicus  oleophis
Gondidab Niwcotmicus  cheophs o
Candidabs Nirooosmicus  oleophis

Candidatus Nitrocosmicus.
Candidatus Nirocosmicus.
Candidatus Nitrocosmicus.
Candidatus Nitrocosmicus.
Candidatus Nitrocosmicus.
Candidatus Nitrocosmicus.
Candidatus Nitrocosmicus.
Candidatus Nirocosmicus.
Candidatus Nitrocosmicus.
Candidatus Nitrocosmicus.

Candidatus Nitrocosmicus

oleophilus.

olsophilus.

olophilus.

oleophilus
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Streptomycetaceae

Tree

count ratio log2(+N/-N)

| log10(total ASV counts) | ‘

Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Straptomyces
Straptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces

Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Straptomyoes

Straptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Straptomycas
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces

Straptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces
Streptomyces

prmemered ® ®

osivied °
et ° °
puniciscatie )

puniciscaie o )
[ ]

puriciscatid
puniciscatie °

Puriccati °

punicicatie )
purisiscatil °

Streptomyces puniciscgbleI.pIaVLHiger.us
[ ]
[ J

J—
oo @ L

J— ™

— °

— °

dewigerss Y

dawigorss 8

Stepiomyces Y
Stoplomycss  clavigorss ®

Steplomycss __cavigerss e
Niasatospora ®

Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora

Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora
Kitasatospora

Streptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Straptomyces
Streptomyces
Straptomyces
Streptomyces
Streptomyces
Straptomyces

Streptomyces
T
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Xanthomonadaceae

Tree

count ratio log2(+N/-N)

Stenotrophomanas

v.003172  Stenctrophomonas  matophila Y
ov.005845  Stenctrophomonas Y
ov.004487  Stenotrophomonas  mallophila ®
ov.006289  Stenotrophomonas  mallophia °
ov.005025  Stnoophomanas  matophia )
ov.008288  Stenoiophomonas  malophila Y
v.005321  Stoncirophomonas ®
5009748 Stanctrophomonas  matophiia ®
v.004333  Stenctrophomonas Y
ov.005338  Stanctrophomonas Y
oots0s matpnta ®
002083 o ™
s - ° Stenotrophomonas maltophilia
5v.002315  Stenctrophomonas  maltoptilia 'Y
ov.002852  Stenotophomonas o
005193 Stancirophomonas  mataphiia )
5v.002035  Stenctrophomonas  matophila o
v.002754  Stenotrophomonas  matophila o
v.002453  Stenctrophomonas  matophila Y
V004430  Stenotrophomonas  mallophila o
ov.003911  Stenctrophomonas  matophiia Y
5002113 Stonoirophomonas  maltophiia [ ]
ov.000613  Stanoophomanas  matophia Y
sy 003288 Stonowophomonas __ matphia ®
v 000706 Stenotophomonas _ pavani ®
5000577 Stenctrophomonas  pavani o
5000421 Stenctrophomonas  pavani Y
ov.000181  Stenctrophomonas o
sv.000254  Sisnowophomonas  pavani ®
ov.000285  Stoncirophomonas o
ov.000404  Stanctrophomonas ®
ov_000515  Sionowophomonas  pavani Y
v.000233  Stoncirophomonas o
5000397 Stanctrophomonas  matophiia Y
o Stenotrophomonas pavahii e
sv.000640  Stenctrophomonas  pavani ®
‘asv_000527  Stenotrophomonas  pavani o
v.000959  Stenctrophomonas  pavani e
asv_000705  Stenotrophomonas  pavanii [ ]
asv 000215 Stoncirophomonas  pavans °
v 00004 Sanciophomenas  pavani °
ov.000500  Sienorophomonas  pava ®
5000234 Stenotrophomonas  pavani o
v.000261  Stenotrophomonas  pavani )
ov.000684  Stenotrophomonas  pavani Y
ov.000208  Stenctrophomonas  pavani ®
o020 [
sv.001166  Sienotophomonas  tumulcola ®
ov.003769  Sionotophomonas  tumulcola o
ov.002069  Sionotophomonas  tumulcola Y
5001024 Stenotrophomonas  tumuicola )
5v.002251  Stenotrophomonas  tumulcola Y
s S ek o Stenotrophomonas tumulicola
5v.001158  Stenctrophomonas  tumulcola o
asv.002143  Stenotrophomonas  tumulicola [ ]
asv.000732  Stenctrophomonas [ ]
"asv_002180  Stenolrophomonas  tumuicola [ ]
00083 Sonctophomonas  tumulcca ®
ov.000056  Stenciophamonas °
5000642 Stenctrophomonas  tumulcola Y
000408 Y
ov.003061  Stenctrophomonas  tumulcola Y
sv.000041  Sionotophomonas  tumulcola o
v.001340  Sionorophomonas  fumuicola 'Y °
sov 001030 Stenotrophomonas  tumicola o L. .
oo =2 ... Stenotrophomongas acidaminiphila
— v_000571 wmaicola [
ooiase Scsaminghic ®
ov.002478  Avenimonas ® ®
00007 Avenimonas Y )
ov.00252  Arorimonas ° . )
s o S Arenimonas °
001749 Aromimonas o
ov.002496  Aromimonas o )
00717 Avenimonas o °
60t s ) )
v 005104 L J
vasv 002574 Y
ov_ 003562 Y
ov_ 002168 Y ®
ov.004900 @
o f Xanthomenadaceae Unknown Genus
v 006090 —_ [ ]
 Ep o °
Lo ® [
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Chthoniobacteraceae

Tree

count ratio log2(+N/-N)

v_000410 Canddatus Udaeabacier
v_000881 Candidatus Udasabacter
v.001452 Gandidatus Udasobacter
000770 Gandidatus Udasabacier
sv_000632 Canddatus Udasabacier
sv_001673 Candidatus Udasabacter
v.000350 Gandidatus Udaeabacter

asv_001316 Candidatus Udasobacter
sv_003779 Canddatus Udasabacter
sv.000474 Candidatus Udasabacter
000670 Gandidatus Udaeabacter
000357 Candidatus Udaeabacier
sv_001008 Canddatus Udasabacter
5v.000191 Candidatus Udasobacter

asv_000904 Candidatus Udasobacter
sv_006054 Candidatus Udasabacier
sv_002766 Canddatus Udasobacter
v.003393 Gandidatus Udasabacter
001304 Gandidatus Udaeabacter
sv_000724 Canddatus Udaeabacier
sv_003251 Canddatus Udasobacter
v.000407 Gandidatus Udaeabacter
000995 Candidatus Udasabacter
sv_001214 Gandidatus Udaeabacier
sv.000532 Candidatus Udasobacter
v.001518 Gandidatus Udasabacter
sv_001407 Gandidatus Udasabacier
sv_000764 Canddatus Udasabacier
sv.001837 Candidatus Udasabacter
v.000380 Gandidatus Udaeabacter
sv.000229 Candidatus Udasabacier
sv_004314 Canddatus Udasobacier
sv.001880 Candidatus Udasabacter
asv_004048 Candidatus Udasobacter
sv_006236 Candidatus Udasabacier
asv_002702 Candidatus Udasobacter
sv_005857 Gandidatus Udasobacter
sv_006299 Candidatus Udaeabacter
sv_006482 Canddatus Udasabacier
sv_005029 Candidatus Udaeobacter
004136 Gandidatus Udasabacter
sv_002805 Gandidatus Udaeabacter
asv_001902 Candidatus Udasobacter
sv_005931 Candidatus Udasabacter
v.002408 Gandidatus Udasabacter
sv_003440 Candidatus Udasabacier
sv_004929 Candidatus Udasabacier
sv.007802 Candidatus Udasabacter
sv.003336 Gandidatus Udaeabacter
asv_006760 Candidatus Udasobacter
sv_002954 Canddatus Udasabacter
sv.003773 Candidatus Udasabacter
asv_006381 Candidatus Udasobacter
sv_004736 Candidatus Udasabacier
sv_008534 Canddatus Udasobacter
sv.009160 Candidatus Udasabacter
sv_007682 Gandidatus Udaeabacter
sv_005473 Candidatus Udasabacier
v.011093 Canddatus Udasabacter
sv.004893 Gandidatus Udasabacter
006001 Candidatus Udaeabacter
asv_002696 Candidatus Udasobacter
sv_004609 Candidatus Udaeabacter
v.002404 Gandidatus Udasobacter
v.007001 Candidatus Udaeabacter
sv_004003 Candidatus Udaeabacier
sv.006242 Candidatus Udasobacter
sv.003159 Gandidatus Udasabacter
asv_006311 Candidatus Udasobacter
sv_003308 Canddatus Udaeabacter
v_001896 Canddatus Udasabacter
asv.002718 Candidatus Udasobacter

003828 Candidatus Udasobacter

copiosus

copiosus

copiosus

s 02801 Chthariobacter flavus ® Y
ov.0DIO18  Chihoniobacter  flawss ) ®
i 1sv_006559 Chthoniobacter flavus.
w0001 Chivonchactor  flavus ° °
ov.00064  Chihoniobacter  flavs ) Y
v 002261 Chihoniobacter o Y
V000006 Chthonicbacter  flavs o
V00018 Chihonicbacter  flavis Y . o
S eChthoniobacter flavus °
sv 001595 Chthoniobacter Havus [ ]
sv.005628  Chthorsobacter flavus [ ]
sasv 003395 Chthoniobacter flavus [ ]
sv_001831  Chthoniobacter Havus [ ) [ ]
5v_001201  Chthoniobacter flavus [ ]
sv.003052  Chthorsobacter flavus [ ] [ ]
5v.002795  Chthoniobacter flavus [ ] [ ]
ev_006293  Chthoniobacter Havus [ ]
isv_002015 Chthoniobacter flavus. [ ] @
sasv_000909  Chthoniobacter flavus [ ] [ ]
003583 Chthoniobacter [ ] [ ]
emasv 004907 Chthoniobacter [ ]
Remasy 004341 Chthoniobacter [ ]

10

20 30

40 3.5




Rhodanobacteraceae

Tree

count ratio log2(+N/-N)

v 000231 Oyella o
v 000303 oyeta Y
v, 000205 Oyella ®
v 000178 oyeta Y
v, 000265 Dyella ®
v 00023 oyela Y
v, 000200 oyela Y
v 000255 oyeta Y
v 000184 oyela )
v 000151 oyela Rangringersi °
asv_000179 Dyella pangningensit .
v 000244 oyela ®
Dyella jiangningensis °
000144 Dyela Y
o
v 000200 Oyelia o o
v, 000153 opeta )
v 000063 Oyeiia o
v 000218 Oyela ) o
e o
ov. 000008 Oyella Jangringensi Y
v 000110, oyeta Y

— o o
v 00278 oyela ) )
v, 000916 Dyella maseasis Y
v 00058 oyeta SR )
ev. 000751 Dyella maseasis o
v 000657 oyeta Y
— v 000432 oyeta ®
v, 000260 oyeta Y
v 000338 Dyella H ®
spel Dyella marensis 4
v 001088 Oyella ®
v, 000784 oyeta ) ®
v 000505 oyela ®
v 000420 oyela marenss ) °
1sv_001071 Dyella marensis .
v 000038 opeta p— Y
v 000617 oyela maronss Y Y
' v 000332 Dyel Y
v.000850 Oyeila Y
v 001146 oyela mevensie Y
v 001106 oyeta — ®
isv_000533 Dyella marensis
B 1sv_000538 Dyella marensis
v, 000319 Dyella mavssis ®
v 000251 oyela i ®
v 006833 Conabacer ooy ®
—Ew i B v e Luteibacter yeojuensis %
v.003033 Lutebacter o
ovacar Lutaoacter ® ®
v 002945 D)
v 002682 Y
v 001151 )
v 002516 Pudoea o
v 005251 Audasa )
v 001727 Y
v 003405 °
v, 007657 o
v 003701 o Rudaea
v, 005085 e
v 009088 Y
v 002721 Y
v 001908 [
v, 000020 ®
v 003408 Rudaca ® Y
v, 002003 @ o
v 001510 o
v, 005096 Rudaea (Y
v, 004367 Y
v 003137 o
v, 002157 Rudaea o
v 006341 o
v, 003868 Rudaea o
v, 004963 Rudaea o
v 002585, Pudaea o
v 006730 Pudoea o
v, 003563 fudaea o
:
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Moraxellaceae

Tree | log10(total ASV counts) || count ratio log2(+N/-N)

v 006410 — ) Y
v 008421 Acinetobacter Johnsoni [ )
v 017548 prs— o
v 016484 Acinstonactsr [ [
v 005020 Acinsobactsr johnsoni o [
v 008619 Acinetobacter o
v 018610 Acinetobacter bouves o
sv_006351 Acinetobacter [ ] [ )
v 007548 Acinetbactsr ® @
v 016386 Achotobactar ) )
v 012056 Acinetobacter bouves )
_l Esvasa Adinetobacter omasoni o
ov_008804 Acinetobacter johnsoni ) )
Lo = o Acinetobacter bouvetii ¢,
v 012286 Achnetobactar o
v, 004714 Adinetobacter Y
v 013654 Acinetobacter Jonnsni [
ov.010088 Acinetobacter johnsoni ) @®
006278 Acinetobactr jonnsoni ) [
v 011659 Acnetobacter jobmacri Y ®
v_005061 Acinelobacter Johnsenil [
m v 02068 Acinetobactsr Jopnsoni o ®
v 012733 Acinetobacter Joresont [
v 015086 Acinetobactar [
v 018762 Adinetobactsr Y o
v 013842 Acinetobacter o
 I— Acnstbactar Y
v, 003808 Acivacbactar o

sv_003097

sv_001770

v 001350

v_000630

v 003403

sv_001990

Acinetobactor

Acinetobacter

Acinatobacter

Acinetobacter

Acinetobactar

Acinetobacter

[}

[ ]
v 002525 Achnoiactr ° )
o 002110 Acneibacter °
v 001053 Achnetbacter ° )
v 2148 J— °
v 001522 Achnoibactr °
v 002677 Ju—— ° ™
o cotist J— °

g ey

v_000107

v 000471 Acinetobacter o ®

0000347 Acnotobacter nosocomials ° )

v 000371 Acineobactsr nosaconsals o o

v 000767 Adnetobacter nosocomialis Y

v 000247 Acnatobacter Y °

15000286 Acinatobacter . . . @ [ ]

o v = ACinetobacter nosocomialis ° °

ov. 000318 Acnetobacter ® ®

ov_ 000266 Adnetobacter o o

v 000185 Acnstbactar noscconis °

v 000142 Acinstbactsr nosocomials 'Y Y

v 000190 Adnetobacter nosocomials )

ov.000425 Acnatobacter ) e

v 000302 Adinetobacter nosocomials o o
ov.000434 Acnatobactar ° o
ov. 000277 Acnetobacter ® )

v 000227 Acinetobacter Y ®

0000175 Acnstbactar ®

Acinatobactar

v 001476 Acnoibacter °
o 002087 Acneibacter

v 003019 Achnetbactr orenond ™ )

v 001068 Je— R ° °

ov.0017%0 Acnoibactr °

v 001010 Acneibacter onord °
v 000749 Acneibacter orencrd ® ()

v 00167 [E— [— ° °

ov_ 000161 Acinetobacter nosocomials ° Y

v 000262 J— nosccomas °
v 000228 J— s ° °

v 000225 J— Posccomiai ° °
v 000218 Acnoibacter nosccomas ° °

o4
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Bacillaceae

Tree

log10(total ASV counts) ||

count ratio log2(+N/-N)

v 001857 Sacilis ° °
sv_001792 Bacillus aryabhattai .
v 001325 Bacilus aryabhattai o o
004510 Bacilus aryabhatiai o
v 002088 Bacius o o
v 00488 Bacius 'Y Y
v 002248 Bacius aryabhatsl o Y
v, 000805 Bacius o Y
v 000612 Bacius aryatharai ) Y
v 004442 Bacius foxus )
v, 002010 Bacius Y o
v 004111 Bacius Y o
v 003050 Bacius Y )
v, 001577 Bacius o
v 001061 Bacius o Y
v 004810 Bacius o
v 002216 Bacius o o
v 001711 Bacilus @ )
v, 003309 Bacilus ® ®
v 001363 Bacilus ® o
v, 005107 Bacilus o
v 001012 Bacilus Y o
v 001371 Bacilus aryabhattai Y o
v 008441 Bacilus 8 . .
o o Bacillus aryabhattai o
v, 001025 Bacius o o
v 001744 Bacius o o
v 003622 Bacius ® Y
v 001866 Bacius Y o
v 000823 Bacius o )
v 000851 Bacius o Y
v 002043 Bacis ®
| v 003363 Bacius o ®
v, 006110 Bacius )
v 003227 Bacius Y
006544 Bacilus . . o
Bacillus anthracis
v, 003275 Bacilus ) o
v, 001548 Bacilus o °
ov_004483 Bacilus [ )
>v_004176 Bacilus [ ]
v 0021416 Sacilis antracs ) )
1 v 004913 Bacilis )
v 007350 Sacilis °
v 003303 Sacilis [ [
v 000012 Bacilus ° ®
v, 000424 Bacilus [— ® °
v.000693 Bacilus fumarioh ® Y
ov.000831 Bacilus fumarioh o o
v 000428 Bacilus [— ® )
v 000208 Bacilus fumarioh ® o
ov.001087 Bacilus fumarioh o Y
ov_ 000830 Bacilus o ®
v 000695 Bacilus fumarioh ) °
B | E o007 Bacilus fumaroh o )
v 000273 Bacilus ®
i i . T ) °
Bacillus fumarioli ° °
v 000588 Bacilus Y ®
v 000287 Bacilus fumario ) ®
v 000578 Bacilus marich °
v 001043 Bacilus ° °
v 000526 Bacilus ® o
v 001076 Sacilis ° °
000374 Bacilus [ [
v 000563 Bacilus ()
v 001627 Bacius o o
v 000558 Bacius o Y
e Baclus )
v 002128 Bacius fomrioh Y o
v 000017 Basius Y Y
v 000472 Bacius 'Y
v 000274 Bacius fumaich o o

20
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Spirosomaceae

| Tree | log10(total ASV counts) || count ratio log2(+N/-N)

o Dyadobacter formentans Y
v 002055 Dyadobacter fomentans Y Y
v 003885 Dyadobacter fermentans o o
ov_ 000670 [T — ° )
v 002520 Dysdobacter  formentans ® ®
ov_002006 Dysdobacter  famantans ® ®
ov_ 001618 Dyadobacter P— 'Y )
v, 004031 Oyadobacter fommantans Y Y
ov_ 002174 Dyadsbacter  formentans ® )
ov_ 003162 Dysdobacter  farmantans o ®
ov.002401 Oysdobacter  femartans o Y
v 001814 Oyadobacter fommantans Y Y
ov_ 008161 Dyadobacter  formentans o Y
ov_ 001406 Dysdobacter  farmantans ® Y
ov.001020 Oysdobacter  famentans ® o
v, 002101 Oyadobacter fomnantans o Y
v 001417 Dyadobacter formentans Y
wos o wwws Dyadobacter fermentans 1 e °
ov. 000538 Oysdobacter  femartans o
v_001210 Dyadobacter fermentans [ ] [ ]
v, 000040 Dyadobacter formentans Y o
ov. 000620 Dyadobacter fementans o o
ov.001831 Byadobacter fomentans o o
ov. 001590 Dyadobacter  formentans ) )
v 001100 Dyadobacter formentans @ )
ov_ 001587 Dyadobacter fermentans o Y
ov. 000858 Byadobacter formentans o o
ov_ 001957 Dyadobacter  fomentans )
ov. 001408 Oysdobacter  farmantans ® ®
ov_ 001880 Dysdobacter _ famentans o ®
L.

v 005563 Oyadobacter fomerdane ® Y
v 004544 Dyadobacter  formentans ° )
ov_007161 Dysdobacter  fomentans Y o
ov. 005433 Dysdobacter  famentans ® ®
v_007224 Dyadobacter fermentans [ ] e
| v 006452 Dyadobacter formentans ® o
Ea, Ren, Lo * ° Dyadobacter fermentans 2 .
ov. 002670 Dpsicbactar famantna ® )
ov.003603 Dyadobacter formentans ® )
v 003863 Dyadobacter fementans Y ®
v 004241 Dyadobacter femanians ® o
ov_ 002877 Opibecter  fumariana ® o
v 003072 Dyadobacter formentans Y )
v 004142 Dyadobacter fementans Y ®
v 002300 Dyadobacter femantans Y Y
ov. 004544 Oysdobacter  farmantans ) ®
| v 000561 Dyadobacter fomentans ) o
v 001256 Dyadobacter fementans ) Y
ov.000470 Dyadobacter fermentans Y o
ov.001099 Oyadobacter  fomentans ° )
ov_ 002314 Dysdctacter  fomentans ® ®
ov_ 001207 Dysdobacter  famantans ® ®
ov_ 001971 Dyadobacter fermentans 'Y Y
v 001317 Oyadobacter [ o o
wow e e Dyadobacter fermentans 3
ov_ 000801 Dystobacter  formantans ) ®
B v 000853 Dyadobacter fermentans o

v 002117 Oyadobacter formentans o
v, 000714 Dyadobacter formentans Y Y
v 001603 Dyadobacter fementans o Y
ov_ 001332 Oysdobectsr  femaréans ° °
v 002052 Oyadbacter formentans ) )
v 001313 Dyadobacter formentans Y Y
ov.001000 Dyadobacter fermentans o o
000572 Dysdobacer fomenians Y °

000586 Dyadobacter  formantans ° ®

o00as6 Dyadobacter formentans Y )

0 10 20 30 3.9 4.2 4.5 0 1 2



Microbacteriaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

[

asv_002517
asv_002969
asv_001824
asv_002706
asv_001733
asv_000843
asv_001210
asv_002709
asv_000992
asv_001062
asv_000783
asv_001245
asv_000754
asv_000328
asv_000518
asv_001125
asv_001538
asv_002019
-asv_000974
asv_002265
asv_000777
asv_001898
asv_001265
asv_000401
asv_001027
asv_000311
asv_000519
asv_000911
asv_002318
asv_000603

-asv_000790
asv_003663
asv_002935

asv_002118

asv_002884

asv_003931
I_r_Easv_oosgzs
asv_002237

I_Easv_002756
asv_003233

—asv_002922

—asv_002008

Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium
Microbacterium

testaceur
testaceur
testaceur
testaceur

testaceur
testaceur
testaceur
testaceur

Microbacterium testaceum ®

testaceur

e

asv_004771
asv_004070
asv_002079
asv_001695
asv_006664
asv_003062
asv_003772
asv_003083
asv_001244
asv_005407
asv_002288
asv_002560
-asv_005800
asv_004539
asv_002649
asv_004237
asv_001872

Galbitalea
Galbitalea

Galbitalea

Galbitalea
Galbitalea

° Galbitalea
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Pyrinomonadaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
asv_003834 RB41 [ ]
asv_001247 RB41 [ ]
asv_002961 RB41 [ ]
asv_001678 RB41 @
asv_002234 RB41 [ ]
asv_000655 RB41 (]
asv_004096 RB41 [ ] [}
-asv_003559 RB41 [ J
asv_000923 RB41 )
asv_004784 RB41 o
asv_001311 RB41 @
asv_000575 RB41 )
asv_002821 RB41 [ ] Y
asv_002590 RB41 [
asv_002075 RB41 (@]
-asv_000837 RB41 [
asv_001666 RB41 [ )
asv_001149 RB41
asv_002372 RB41 ®
asv_004088 RB41 [ ]
asv_003824  RB41 ° RB41sp1
asv_001517 RB41 O
asv_004128 RB41 [ J
] asv_002418 RB41 [ ]
'asv—003056 RB41 L ) e
asv_005272  RB41 PY
asv_003865 RB41 @ ®
- -asv_005630 RB41
asv_002376  RB41 ™ RB41 sp 2
asv_002334 RB41 @ o
asv_002726 RB41 @ )
asv_001453 RB41 [ ] ®
asv_000878 RB41 )
| asv_001679 RB41 [ )
asv_005023 RB41 [ J
asv_004164 RB41 { ]
asv_006937 RB41
asv_003840 RB41 [ ]
— asv_002377 RB41 [ ]
asv_001500 RB41 ®
-asv_003654 RB41 ® [
_l Easv_002582 RB41 o
asv_001179 RB41 [ ] [
asv_000570 RB41 ® )
asv_002563 RB41 [ ] )
asv_002227 RB41 [ ] ®
asv_003770  RB41 [ ] o
asv_002152 RB41 @
asv_001236 RB41 [ ]
-asv_000804 RB41 ®
r—asv_001368 RB41 [ )
L—asv_001720  RB41 [ o
L] L] L] L] L] L] L] L] L]
0 10 20 30 3.9 4.2 4.5 0.0 2.5




Enterobacteriaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

sv_000037
sv_000024
sv_000016
sv_000114
sv_000040
sv_000036
sv_000020
sv_000009

sv_000052
sv_000050

sv_000021
sv_000032
sv_000030
sv_000014
sv_000106
sv_000087
sv_000172
sv_000238
sv_000137
sv_000130
sv_000157
sv_000116
sv_000099

Sl

-asv_000080
sv_000093
sv_000145

sv_000066
sv_000136

Ir

Enterobacter
Enterobacter

Enterobacter

Enterobacter
Enterobacter

Enterobacter
Enterobacter

Enterobacter

asv_005511

-asv_003166
—asv_006015

L—asv 003487

Salmonella
Salmonella

Salmonella

Salmonellasp 1

sv_005098
sv_005767
sv_003246
sv_002701
sv_003694
sv_006473
sv_002859
sv_005116

I_E:sv_OOGSGZ
sv_003703

sv_001978

asv_004056

sv_003700
sv_003254
sv_002457

Salmonella

Salmonella

bongori

bongori { ]

Salmonella bongori

sv_004686
sv_005696
sv_004794
sv_002624
L]
10

20

5.0




Xanthobacteraceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

asv_001224 Bradyrhizobium
asv_000779 Bradyrhizobium
-asv_000386 Bradyrhizobium
asv_000636 Bradyrhizobium
asv_002283 Bradyrhizobium
-asv_003080 Bradyrhizobium
asv_001262 Bradyrhizobium
asv_000602 Bradyrhizobium
asv_004675 Bradyrhizobium
-asv_001206 Bradyrhizobium
asv_000772 Bradyrhizobium
asv_000541 Bradyrhizobium
asv_000361 Bradyrhizobium
asv_001271 Bradyrhizobium
asv_000756 Bradyrhizobium
I_Easv_000736 Bradyrhizobium
-asv_000390 Bradyrhizobium
asv_000285 Bradyrhizobium
asv_000196 Bradyrhizobium
asv_001441 Bradyrhizobium
asv_001172 Bradyrhizobium
asv_000648 Bradyrhizobium
asv_000394 Bradyrhizobium
asv_000210 Bradyrhizobium
asv_001228 Bradyrhizobium
——e—asV_000325 Bradyrhizobium
|_Easv_002683 Bradyrhizobium
asv_000601 Bradyrhizobium
I—e:lsv_00031 5 Bradyrhizobium

elkanii [ J

elkanii )

Bradyrhizobium elkanii L

elkanii [ ]
[
elkanii @
elkanii L
elkanii [ J
elkanii [ J
elkanii [ J

elkanii PY

asv_004331 Rhodoplanes
asv_005957 Rhodoplanes
asv_002121 Rhodoplanes
asv_005825 Rhodoplanes
asv_002642 Rhodoplanes
asv_001285 Rhodoplanes
asv_005853 Rhodoplanes
asv_002986 Rhodoplanes
asv_003149 Rhodoplanes
asv_002150 Rhodoplanes
asv_001054 Rhodoplanes
asv_000596 Rhodoplanes

asv_004970 Rhodoplanes
— asv_002440 Rhodoplanes
asv_003878 Rhodoplanes
asv_001949 Rhodoplanes
asv_000748 Rhodoplanes
asv_001097 Rhodoplanes

Easv_001573 Rhodoplanes
asv_002076 Rhodoplanes

Easv_001320 Rhodoplanes
asv_002456 Rhodoplanes

Rhodoplanes

0 10 20

30 4.0 4.4 4.8




Micrococcaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
asv_002291 Pseudarthrobacter @ [ J
sv_001599 Pseudarthrobacter [ J [ J
asv_004345 Pseudarthrobacter [ J [ J
asv_001886 Pseudarthrobacter [ ]
asv_000915 Pseudarthrobacter @
asv_001920 Pseudarthrobacter @
asv_004148 Pseudarthrobacter [
asv_003924 @ o
asv_001412 Pseudarthrobacter [
asv_003306 Pseudarthrobacter [ J [ J
sv_001754 [ J
asv_001161 @ [ J
sv_001560 Pseudarthrobacter o o)
sv_001865 [ ] { ]
asv_000950 [ ] (]
_Easv_002039 Arthrobacter alpinus [ ] [ ]
asv_000418
asv_000656 Pseudarthrobacter @
— asv_002335 Pseudarthrobacter [ [ J
asv_001386 Pseudarthrobacter [
asv_000644 & [ ]
sv_001242 Pseudarthrobacter [ J [ J
asv_002287 Pseudarthrobacter [ ] [ J
_Easv_000765 Pseudarthrobacter @ [
——asv_000857 Pseudarthrobacter ]
asv_001084 Pseudarthrobacter [ J
_East000499 [ J [ J
sv_002475 Pseudarthrobacter [ J
_E:sv7001 281 Pseudarthrobacter D D
asv_000812 Pseudarthrobacter [ ] @
asv_000341 Pseudarthrobacter ]
sv_008501 Arthrobacter o [ ]
asv_006946 Arthrobacter @ [ ]
asv_004927 Arthrobacter ramosus ]
asv_003606 Arthrobacter B [ J
asv_003958 Arthrobacter [ ] Arthrobacter ramosus
sv_003343 Arthrobacter [
asv_007398 Arthrobacter @
asv_006231 Arthrobacter [ ] [ ]
st_007476 Arthrobacter ramosus [
asv_003765 Arthrobacter
T T T T T T T T T T T T
0 5 10 15 20 25 4.0 4.5 -1 0 1 2




Vicinamibacteraceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

asv_004248
asv_001260
asv_003359
asv_001675
asv_000573
asv_002044
asv_002438
asv_002017
asv_001329
asv_000726

asv_001960
asv_002881
asv_003702
asv_001579
asv_004158
asv_000987
asv_002097
asv_003298
asv_001364

—————————asv_000431
asv_001047
asv_000807
asv_003353
asv_006179
asv_001777
asv_004457
asv_002637
asv_005059
asv_006936
asv_003010
asv_001787
asv_006096
asv_004213
asv_004596
asv_001917
asv_002601
asv_005585
asv_003784

Amﬁ?mﬁ

f Vicinamibacteraceae o

20

3.9 4.2 4.5 4.8 -1




Caulobacteraceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
sv_011298 Phenylobacterium muchangpon
sv_001509 Phenylobacterium [ ]
sv_003115 Phenylobacterium muchangpon B
sv_006715 Phenylobacterium muchangpon [ J
sv_002972 Phenylobacterium muchangpon [ J
sv_001912 Phenylobacterium muchangpon [
sv_001196 Phenylobacterium muchangpon @
sv_005184 Phenylobacterium muchangpon [ J [ ]
sv_002333 Phenylobacterium muchangpon [ ]
sv_001144 Phenylobacterium [
sv_003832 Phenylobacterium muchangpon ®
sv_002179 Phenylobacterium [ ]
——asv_003350 Phenylobacterium muchangpon B
sv_002846 Phenylobacterium muchangpon [ ]
:sv_000769 Phenylobacterium muchangpon Phenylobacterium muchangponense [ ]
sv_005891 Phenylobacterium [
_‘:SV_00081 4 Phenylobacterium @
—asv_001362 Phenylobacterium muchangpon  J
sv_002434 Phenylobacterium ]
_Esv_oom 38 Phenylobacterium o [ )
b———asv_000763 Phenylobacterium [ J
sv_001804 Phenylobacterium o
sv_002308 Phenylobacterium [ J [ ]
_:sv_000554 Phenylobacterium
| b——asv_001731 Phenylobacterium [
asv_000330 Phenylobacterium
sv_001450 Phenylobacterium [ J
_Esv_000362 Phenylobacterium
——asv_000657 Phenylobacterium
l—asv_001 142 Phenylobacterium [ ]
Lasv_OL’)OSH 8 Phenylobacterium ®
T T T T T T T T
0 10 20 4.0 0 1 2




Labraceae

Tree log10(total ASV counts) count ratio log2(+N/-N)

asv_001086 Labrys miyagiens ®
asv_000653 Labrys miyagiens [ ]
asv_001268 Labrys miyagiens @
asv_000564 Labrys miyagiens o [ J
asv_000486 Labrys miyagiens 8
asv_000280 Labrys miyagiens
asv_000876 Labrys miyagiens ®
asv_000833 Labrys miyagiens o [ ]
asv_002068 Labrys miyagiens o [
asv_001758 Labrys miyagiens
asv_000750 Labrys miyagiens [ ] [ ]
asv_001652 Labrys miyagiens [ J
asv_001355 Labrys miyagiens [ J Labrys miyagiens
asv_001592 Labrys miyagiens
asv_000800 Labrys miyagiens @ [ ]
asv_000650 Labrys miyagiens [ ] ®
asv_000382 Labrys miyagiens @
asv_000877 Labrys miyagiens [ J
asv_000609 Labrys miyagiens [ ] [
asv_000327 Labrys miyagiens
asv_000435 Labrys miyagiens [ ]
asv_001415 Labrys miyagiens
asv_000504 Labrys miyagiens [ ]
asv_000246 Labrys miyagiens

| asv_000864 Labrys miyagiens o

_Easv_001 238 Labrys miyagiens ([ [
asv_000546 Labrys miyagiens [
asv_001016 Labrys miyagiens { ] { ]
_Easv_001318 Labrys miyagiens [ [ J
asv_000793 Labrys miyagiens [ J
asv_000355 Labrys miyagiens [
T T T T T T T T T T T T T
0 5 10 15 20 25 4.2 4.4 4.6 4.8 1 2 3




Alcaligenaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
asv_003128 Achromobacter [ ]
-asv_002366 Achromobacter o
asv_001778 Achromobacter [ ]
asv_003100 Achromobacter [ J
-asv_001229 Achromobacter &
asv_001933 Achromobacter [ J
asv_002564 Achromobacter [ [ J
asv_002929 Achromobacter [
| asv_004966 Achromobacter [ ]

asv_002399 Achromobacter [ J
asv_001442 Achromobacter [ ]
asv_004320 Achromobacter
asv_001967 Achromobacter @
asv_001374 Achromobacter [ ]

_Easv_001 120 Achromobacter insolitus [ ]
261000619 Achromobacter Achromobacter insolitus
asv_005335 Achromobacter [

_Easv_oo 1864 Achromobacter [ ] [ ]
asv_002091 Achromobacter insolitus [ ] [ ]
asv_001952 Achromobacter [

_Easv_oo 1791 Achromobacter ] [ J
asv_000885 Achromobacter [ J
asv_001483 Achromobacter [ [ ]
-asv_000803 Achromobacter
-asv_000487 Achromobacter [ J
asv_003766 Achromobacter [ J [ J

Easv_oo 1068 Achromobacter [ J [
asv_001115 Achromobacter [  J
asv_001581 Achromobacter [ ]
_Easv_OOOSQO Achromobacter [ ]
T T T T T T T T T T T T
0 5 10 15 20 4.00 4.25 4.50 4.75 1 2 3




Intrasporangiaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
asv_006596 Lapillicoccus [ [ J
asv_003230 Lapillicoccus (@] [ ]
asv_003243 Knoellia [ J [
asv_001346 Knoellia [ ]
asv_004965 [ J
asv_009356 Lapillicoccus @ o
asv_001827 Knoellia [ J [
asv_002077 Lapillicoccus @ [ ]
| asv_003192 Lapillicoccus [ ] [

asv_004097 Lapillicoccus @ ®
asv_002129 [ [ ]

ol asv_001514 Knoellia-Lapillicoccus PY
asv_003582 [ [ ]
asv_000896 [ ] [

I:asv_002088 Knoellia [ ]
asv_001661 Knoellia [ ]
asv_003596 Oryzihumus terrae [ J
asv_005280 Oryzihumus terrae [ J [ J
asv_006427 Oryzihumus terrae [ ]
asv_001303 Oryzihumus terrae &
asv_002509 Oryzihumus terrae Oryzihumus terrae [ J { ]
asv_002744 Oryzihumus terrae [ ] @
— -asv_003930 Oryzihumus terrae [ ] ()
_Easv_003551 Oryzihumus terrae [ ] [ J
asv_001823 Oryzihumus terrae [ ] @
asv_005286 Oryzihumus terrae [ ] [ ]
_Easv_004627 Oryzihumus terrae [ ]
asv_002192 Oryzihumus terrae &
Easv_002621 Oryzihumus terrae [ J [ J

-asv_002140 Oryzihumus terrae [ J [ J

T T T T T T T T T T T T T T

0 5 10 15 20 3.50 3:78 4.00 4.25 4.50 -2 -1 0 2




Acidobacteriaceae (Subgroup 1)

Tree log10(total ASV counts) count ratio log2(+N/-N)

asv_004883 Terriglobus ® 2]
-asv_006283 Terriglobus
-asv_002901 Terriglobus B
asv_002330 Terriglobus [ ] [ ]
-asv_002134 Terriglobus o
-asv_008305 Terriglobus @

{asv_004091 Terriglobus [ ]
-asv_004630 Terriglobus Q
-asv_002493 Terriglobus [ J
asv_001217 Terriglobus Terriglobus Y

_— -asv_003090 Terriglobus [ J

-asv_001460 Terriglobus
-asv_002403 Terriglobus [ ]
-asv_003387 Terriglobus [ (]
-asv_001193 Terriglobus @
-asv_000719 Terriglobus o
-asv_001528 Terriglobus

_Easv~00531 9 Terriglobus @ [ ]
asv_002722 Terriglobus [
-asv_004121 Terracidiphilus [ J

_Easv_00201 6 Terracidiphilus [ ]
-asv_004194 Terracidiphilus [ ]
-asv_002932 Terracidiphilus [ ]
-asv_003996 Terracidiphilus [
-asv_001621 Terracidiphilus Terracidiphilus [ ]
-asv_002660 Terracidiphilus [ J
-asv_005376 Terracidiphilus [ J
asv_002429 Terracidiphilus [
-asv_003920 Terracidiphilus [ ] ®

T T T T T T T T T T T T T T
0 5 10 15 20 3.6 3.8 4.0 4.2 4.4 4.6 0 2 4




Rubritaleaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_003675 Luteolibacter pohnpeien: [ ]
—asv_002662 Luteolibacter [ J
asv_004846 Luteolibacter pohnpeien:
-asv_006404 Luteolibacter pohnpeien:
asv_005618 Luteolibacter pohnpeien: [ J
asv_003026 Luteolibacter pohnpeien: [
asv_002486 Luteolibacter pohnpeien: ®
asv_003645 Luteolibacter pohnpeien: o
—asv_003356 Luteolibacter pohnpeien: O
+—asv_002739 Luteolibacter pohnpeien: [ ]
asv_005452 Luteolibacter pohnpeien: [ J
—asv_005846 Luteolibacter pohnpeien:
| —{-—asv_0031 32 Luteolibacter pohnpeien: [ ]
| asv_004110 Luteolibacter pohnpeient Luteolibacter pohnpeiensis [ J
—asv_006687 Luteolibacter pohnpeien: [ ]
b—asv_005403 Luteolibacter pohnpeien: [
asv_002767 Luteolibacter pohnpeien: &
| —asv_001941 Luteolibacter pohnpeien: [ J
——asv_003235 Luteolibacter pohnpeien: [ ] @
—asv_005090 Luteolibacter pohnpeien:
| ——asv_004193 Luteolibacter pohnpeien:
r—asv_001698 Luteolibacter [ ]
b—asv_001232 Luteolibacter [ ]
i asv_001387 Luteolibacter pohnpeien: [ J
—asv_003383 Luteolibacter [ ] [ ]
—{—asv7001 525 Luteolibacter [ J
asv_002103 Luteolibacter pohnpeien: @ { ]
asv_002735 Luteolibacter pohnpeien: [
T T T T T T T r T T
0 10 20 3.8 4.0 4.2 44 -1 1 2




Mycobacteriaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_006382

Mycobacterium

——asv_006237 Mycobacterium [
—asv_007250 Mycobacterium
——asv_003313 Mycobacterium o
—asv_007536 Mycobacterium [ ]
——asv_004512 Mycobacterium [ ]
asv_002732  Mycobacterium [ J
asv_004492  Mycobacterium [ ]
asv_007641  Mycobacterium
asv_003498 Mycobacterium ® Mycobacterium
—asv_003805 Mycobacterium [ ] ®
| —asv_002740 Mycobacterium [ [
asv_001956  Mycobacterium o
asv_001169  Mycobacterium [ ] ®
asv_002164  Mycobacterium [ ] [ J
asv_002688 Mycobacterium @ [ J
—asv_005080 Mycobacterium
—asv_005034 Mycobacterium )
asv_002063 Mycobacterium [ ]
asv_005408 Mycobacterium { ([
—asv_006350 Mycobacterium
| ——asv_003020 Mycobacterium [ J
asv_003389 Mycobacterium [ ]
asv_001503 Mycobacterium @
asv_003739  Mycobacterium [
asv_002671  Mycobacterium [ J [ ]
asv_004061 Mycobacterium [ ] [
T T T ™ T T T T T T T T T
0 10 20 303.6 3.8 4.0 4.2 4.4 0 1 2 3




LWQS8

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_001126

—asv_001339
sv_000792
sv_000335

—asv_000847

——asv_001091

asv_000579
sv_000489
—asv_001454

-——asv_000687

asv_001205

asv_000542

asv_001393

—asv_001100

——asv_001302
sv_000921
sv_000607

asv_000377

—asv_000455

—asv_000697

——asv_000944

asv_000294

——asv_000565

—asv_000408

f LWQS

20
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Pseudonocardiaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_001589

—asv_003467

Pseudonocardia

Pseudonocardia

asv_003733 Pseudonocardia
asv_002196 Pseudonocardia (€]
—asv_002589 Pseudonocardia o Pseudonocardia
—asv_003449 Pseudonocardia
asv_001063 Pseudonocardia ©
asv_002176 Pseudonocardia o
—asv_003556 Pseudonocardia o
——asv_001922 Pseudonocardia [ [ J
asv_001551 Pseudonocardia [ J
asv_003258 Pseudonocardia ®
——asv_003518 Amycolatopsis mediterrar @]
——asv_002946 Amycolatopsis mediterrar @
asv_001909 Amycolatopsis mediterrar 2] [
asv_001176 Amycolatopsis mediterrar ® o
—asv_002508 Amycolatopsis mediterrar (]
—asv_002165 Amycolatopsis mediterrar o (6]
asv_003223 Amycolatopsis mediterrar Amycolatopsis mediterranei O
asv_002543 Amycolatopsis balhimyci O
asv_003039 Amycolatopsis mediterrar €]
asv_000549 Amycolatopsis mediterrar o
—asv_001820 Amycolatopsis mediterrar @) [
—asv_001437 Amycolatopsis mediterrar © [
T T T T T T T T T T T
0 10 15 20 4.1 4.3 4.5 4.7 0.0 2.5 50




Erwiniaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_002240 Pantoea @
| —asv_001324 Pantoea o o
asv_001719 Pantoea @] ®
asv_001628 Pantoea @ [
asv_000982 Pantoea ® o
—asv_001793 Pantoea @ ©
—asv_000775 Pantoea [ J [ J
| —asv_001049 Pantoea ® [
| ——asv_000889 Pantoea o O
. asv_001367 Pantoea @ @]
asv_000668 Pantoea [ [
—_ asv_000626 Pantoea Pantoea ananatis [ [
—asv_000522 Pantoea @]
B ——asv_000398 Pantoea ] [ J
asv_000272 Pantoea O [ J
—asv_000872 Pantoea ®
L ——asv_000540 Pantoea [ [
asv_000709 Pantoea ® ®
—asv_000766 Pantoea o (@]
—asv_000509 Pantoea (€] [ J
asv_000420 Pantoea ® @]
—asv_000822 Pantoea ananatis @] o
——asv_000314 Pantoea [ o
T T T T T T T T T T T T T
0 5 10 15 20 4.2 4.4 4.6 4.8 0.0 0.5 1.0 1.5




A21b

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_008764

—asv_006289

asv_003262

——asv_003552

—asv_004496

asv_002260

asv_008954

asv_004364

—asv_004479

——asv_002557

asv_001372

asv_000862

—asv_003968

—asv_001923

—asv_006024

—asv_002569
asv_006377
asv_002593

asv_002499

asv_001175

asv_001596

asv_004621

f A21b

0 5 10

15

20

3.50

3.75 4.00 4.25




Catenulisporaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
asv_004125 Catenulispora acidiphil: ®
asv_001995 Catenulispora acidiphile @
asv_000937 Catenulispora acidiphile @
——asv_001958 Catenulispora acidiphil: @
——asv_002902 Catenulispora acidiphil [
—asv_003249 Catenulispora acidiphilz ®
——asv_002680 Catenulispora acidiphil [
asv_001651 Catenulispora acidiphil: o
asv_001918 Catenulispora acidiphil: @]
asv_004432 Catenulispora acidiphil: @ f A21b o
asv_003499 Catenulispora acidiphile [
asv_001479 Catenulispora acidiphil: o (]
—asv_007671 Catenulispora acidiphilé o
—asv_002204 Catenulispora acidiphile [
. asv_004295 Catenulispora acidiphil: ®
—asv_002111 Catenulispora acidiphile 8]
——asv_001544 Catenulispora acidiphil: [
asv_000640 Catenulispora acidiphil:
asv_001019 Catenulispora acidiphilz o
asv_000492 Catenulispora acidiphil:
T T T T T T T T T T T T
0 10 15 20 3.6 3.9 4.2 4.5 -1 1 2 3




Acidothermaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_004587 Acidothermus [ J [
——asv_003362 Acidothermus [
sv_001766 Acidothermus [ J [
sv_004093 Acidothermus [ [
—asv_005491 Acidothermus O [
——asv_002245 Acidothermus [ o
asv_001011 Acidothermus Q @
—asv_007507 Acidothermus
] —asv_003202 Acidothermus @ o
sv_003494 Acidothermus o Acidothermus ]
sv_001220 Acidothermus © [
——asv_004756 Acidothermus o @
——asv_002751 Acidothermus [ ] o
asv_002060 Acidothermus o o
—asv_003277 Acidothermus [ ©
——asv_004057 Acidothermus [ ®
sv_002323 Acidothermus [ [ ]
—asv_003737 Acidothermus ® [
——asv_002818 Acidothermus O
T T T T T T T T T T T T
0 5 10 15 20 3.75 4.00 4.25 450 -20 -1.5 -1.0 -0.5




Saccharimonadaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)

—asv_004887 TM7a @ ®

—asv_004419 TM7a @ [
asv_001875 TM7a [ J ([

—asv_003574 TM7a [ ©

——asv_005060 TM7a O O

B —asv_003405 T™M7a © ©
—asv_004138 TM7a [ J @
| asv_006592 TM7a @ TM7asp 1 ©
asv_005816 TM7a ® ®
] asv_002712 TM7a < =]
| —asv_002730 TM7a ®

—asv_004657 TM7a [ [
asv_005820 TM7a o o

—asv_000264 TM7a [ ] o

_—asv_000189 TM7a TM7a sp 2 &) [

asv_000448 TM7a [ ] [
asv_000334 TM7a o o
asv_000477 TM7a [ [

0 5 1l0 15 20 4.0 4.4 4.8 0 1 2



Solirubrobacteraceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_001327 Solirubrobacter @
—asv_000674 Solirubrobacter O
——asv_001239 Solirubrobacter Solirubrobacter [ J [ J
——asv_000976 Solirubrobacter [ O
—asv_001945 Solirubrobacter o O
——asv_001354 Solirubrobacter ([
—asv_002282 Conexibacter 2] [
asv_001877 Conexibacter ] (@]
asv_002474 Conexibacter [ L
—asv_002851 Conexibacter @ [ J
——asv_002040 Conexibacter (&) [
—asv_005758 Conexibacter © Conexibacter
—asv_001234 Conexibacter o ®
—asv_002644 Conexibacter o [
——asv_002939 Conexibacter [
—asv_003799 Conexibacter [ [
B ——asv_001588 Conexibacter ®
——asv_002295 Conexibacter [ (]
T T T T T T T T T T T T T T
0 5} 10 15 20 3.8 4.0 4.2 4.4 4.6 -1 0 1




Blastocatellaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

r—asv_003547 @
—asv_002545 o o
r—asv_005152 o
b—asv_002697 o [
sv_001207 ] [ )
f Blastocatellaceae Unknown Genus
r—asv_002345 @ o
—asv_001921 @ O
| —asv_004937
—asv_003903
asv_003312 o ©
r—asv_004024 Aridibacter
b—asv_001390 Aridibacter O
sv_003681 Aridibacter @ Aridibacter o
sv_001702 Aridibacter
r—asv_002093 Aridibacter O @
b—asv_002082 Aridibacter @ o
be———asv_001312 Aridibacter @ @]
L] L] L] 1 L] I L] L] L] L] L]
0 5 10 15 20 3.8 4.0 4.2 4.4 -1 0




Geodermatophilaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_006346 Blastococcus o
——asv_002279 Blastococcus [ [
sv_003771 Blastococcus o o
—asv_003066 Blastococcus <] [ J
f——asv_001667 Blastococcus @) ®
—asv_004363 Blastococcus O [
—asv_003324 Blastococcus [ J
—asv_006032 Blastococcus [
b——asv_002337 Blastococcus ] o]
Blastococcus
—asv_005645 Blastococcus @] [
b—asv_002284 Blastococcus ® [
sv_003677 Blastococcus © [ J
—asv_004089 Blastococcus ® [
— —asv_002720 Blastococcus ] [ J
—asv_003423 Blastococcus o
—asv_003155 Blastococcus [ o
T T T T T T T T T T T T T T
0 53 10 15 38 3.9 4.0 41 4.2 43 -1.5 -1.0 -0.5 0.0




Gemmatimonadaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_005235 Gemmatimonas [
——asv_002047 Gemmatimonas © ©
sv_005166 Gemmatimonas [
sv_002534 Gemmatimonas o
—asv_004743 Gemmatimonas O [
B ——asv_003372 Gemmatimonas [ O
b——asv_001828 Gemmatimonas €]
. —asv_006681 Gemmatimonas [ Gemmatimonas [
—asv_002714 Gemmatimonas ® o
asv_004358 Gemmatimonas @]
—asv_003221 Gemmatimonas ® @]
——asv_001772 Gemmatimonas
——asv_002952 Gemmatimonas @] [
—asv_002615 Gemmatimonas [ ] [ ]
————asv_003669 Gemmatimonas [
T T T T T 7 T T T T T 1 T T T T
0 5 10 15 20 Sl 3.8 3.9 4.0 4.1 4.2 4.3 -3 -2 -1 0




JG30-KF-AS9

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_005423

=——asv_002183
sv_002844
sv_001085
sv_002931

—asv_004518

‘ =—asv_003859
sv_002072

—asv_003862

f—asv_001700

r—asv_002989

b—asv_004954

r—asv_004458

b=—asv_003368

—a5V_004223

® f_JG30-KF-AS9 o

5 10

15

20

3.8 4.0 4.2 4.4 -1.5




WD2101 soil group

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

——asv_004007

—asVv_003427

sv_002358

sv_003086

——asv_004453

—asv_003973

asv_003089

——asv_005472

—asv_003648

—asv_005102

—3asV_004595

sv_004800

——asv_005345

—asv_004713

asv_004256

f WD2101 soil group

0 5 10

15

20

3.8

3.9 4.0

4.1

-1.5

-1.0




Azospirillaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_003047 Skermanella €] ®
——asv_002842 Skermanella [ [
sv_001405 Skermanella [
sv_003944 Skermanella
sv_001891 Skermanella [ J
— —asv_003337 Skermanella ® o
—asv_001822 Skermanella © Skermanella &}
sv_001863 Skermanella ®
— —asVv_000860 Skermanella ©
—asv_004588 Skermanella [ ]
——asv_002823 Skermanella ®
sv_004597 Skermanella [
——————asv_001548 Skermanella ®
asv_001796 Skermanella [ ] [ ]
T T T T T T T T T T T T
0 5 10 15 20 4.0 4.2 4.4 -1 0 1 2




Nitrospiraceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
——asv_004417 Nitrospira japonica [ ] [ J
——asv_004063 Nitrospira japonica [ J o
asv_001615 Nitrospira japonica O
sv_002890 Nitrospira japonica o
| sv_002752 Nitrospira japonica o @
——asv_005250 Nitrospira japonica ® o
——asv_002098 Nitrospira japonica @ @
— ——asv_003189 Nitrospira japonica o
—asv_005955 Nitrospira japonica
Nitrospira japonica
—asv_006376 Nitrospira japonica @
| ——asv_003907 Nitrospira japonica o o
asv_001255 Nitrospira japonica o o
asv_002415 Nitrospira japonica © O
asv_002391 Nitrospira japonica o
T T T T T T T T T T T T T
0 5 10 16 20 3.8 4.0 4.2 4.4 -2 -1 0 1




Flavobacteriaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_005810 Flavobacterium anatoliens ©
——asv_004941 Flavobacterium anatoliens [ J
sv_002692 Flavobacterium anatoliens €] @]
—asv_005340 Flavobacterium anatoliens o
——asv_003021 Flavobacterium anatoliens Flavobacterium anatoliense [
B sv_003721 Flavobacterium anatoliens [ J [ J
r—asv_004123 Flavobacterium anatoliens @ @
—-asv_003348 Flavobacterium anatoliens o
r—asv_004190 Flavobacterium johnsonia @ o
| asv_003826 Flavobacterium johnsonia [ J [ J
—asv_004622 Flavobacterium johnsonia [ J
T T T T T T T T T T T
0 5 10 15 3.8 3.9 4.0 4.1 0.2 0.4 0.6 0.8




Polyangiaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
——asv_003419 Pajaroellobacter [ J
——asv_001660 Pajaroellobacter €] [ J
sv_004706 Pajaroellobacter [
——asv_002604 Pajaroellobacter o [ J
—asv_004949 Pajaroellobacter Pajaroellobacter O
—asv_003483 Pajaroellobacter o o
—asv_006130 Pajaroellobacter [ J
—asv_002847 Pajaroellobacter ® @
asv_002083 Pajaroellobacter 5]
asv_004600 Pajaroellobacter o
T T T T T T T T T T T T T T
0 5 10 15 20 3.8 3.9 4.0 4.1 4.2 4.3 -1.5 -1.0 -0.5




Cellulomonadaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_006149 Cellulomonas
=——asv_004399 Cellulomonas aerilata [
sv_002137 Cellulomonas ® ®
——asv_001347 Cellulomonas Cellulomonas aerilata €] [
B —asv_004045 Cellulomonas [ [
——asv_001 683 Cellulomonas
——asv_002059 Cellulomonas [
—asv_003490 Cellulomonas ©
f——asv_001936 Cellulomonas [ ]
0 5 10 15 3.8 4.0 4.2 4.4 1.0 05 0.0




llumatobacteraceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_004720 llumatobacter
N ——asv_001 582 llumatobacter ®
——asv_003105 llumatobacter ® [ ]
— lllumatobacter
—asv_004104 llumatobacter
| ——asv_001 761 llumatobacter ®
asv_002277 llumatobacter ® ]
—————asv_002293 llumatobacter ® ®
asv_004008 llumatobacter [
0 5 10 15 4.0 4.1 4.2 43 -1.25 -1.00 0.75 -0.50 -0.25




Kineosporiaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asVv_004660

—asv_004607

—asV_001466

—asVv_002951

—asv_004673

—asv_001797

—asV_002481

asv_001954

f Kineosporiaceae

10

15

3.9

4.0 4.1 4.2 4.3 -2.5




Beijerinckiaceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

—asv_004649 Methylobacterium-Methylorubrum  brachiatui
——asv_003501 Methylobacterium-Methylorubrum  brachiatui €] o
—asv_002354 Methylobacterium-Methylorubrum  brachiatui [ J
Methylobacterium brachiatum
————————asv_004313 Methylobacterium-Methylorubrum o [ J
——asv_005475 Methylobacterium-Methylorubrum  brachiatui @ [ J
—asv_003537 Methylobacterium-Methylorubrum  brachiatul ® [
asv_004352 Methylobacterium-Methylorubrum  brachiatui o [
L] L] L] L] L] L] L] L] L] L] L] L] L]
0 9 10 15 3.8 3.9 4.0 4.1 -0.6 -0.4 -0.2 0.0 0.2




Gaiellaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_005022 Gaiella
—asv_002497 Gaiella @ @
—asv_001444 Gaiella
— Gaiella
—asv_003933 Gaiella
—asv_001975 Gaiella [ J
e SV 002336 Gaiella @
asv_003180 Gaiella ®
0 5 10 15 3.9 4.0 4.1 4.2 4.3 12 1.0 0.8 0.6




Unknown Family

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_002886 Acidibacter 0] o
—asv_002235 Acidibacter @] ®
—asv_003810 Acidibacter D o
— Acidibacter
——asv_002835 Acidibacter o D
—asv_002596 Acidibacter @ @]
—asv_003139 Acidibacter (&) o
—asVv_002205 Acidibacter O

0 5 10 15 4.00 4.05 4.10 4.15 4.20 -1.50 -1.25 -1.00 -0.75



Steroidobacteraceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
——asv_002831 Steroidobacter o o
—asv_002238 Steroidobacter @
—asv_003291 Steroidobacter o . [ ]
Steroidobacter

—asVv_001993 Steroidobacter ®

asv_002783 Steroidobacter @

asv_003301 Steroidobacter ®

0 5 10 15 4.05 4 .10 415 4.20 -1.0 -0.5




Bryobacteraceae

Tree

log10(total ASV counts)

count ratio log2(+N/-N)

——asv_004847 Bryobacter ®
—asv_003914 Bryobacter o ([
Bryobacter
——asv_003250 Bryobacter [
—————————asv_004292 Bryobacter ®
asv_003764 Bryobacter @ @

L] L] L] L] L] L] L] L] L]
0 53 10 3.85 3.90 3.95 4.00 -1.0 -0.5 0.0




Myxococcaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
——asv_001446 Archangium (] [
—asv_002397 Archangium gephyra @ o
Bryobacter
—asv_002409 Archangium [ J [ J
—asv_001895 Archangium gephyra @
—asv_002488 Archangium gephyra o
0 5 10 15 4.15 4.20 4.25 4.30 4.35 0.9 06 0.3




Nitrosomonadaceae

Tree log10(total ASV counts) count ratio log2(+N/-N)
—asv_007160 Ellin6067 [ J
—a2sv_003046 Ellin6067 @ @]
Ellin6067
—asV_ 004695 Ellin6067 @
—2SV_ 002780 Ellin6067 @
asv_004553 Ellin6067 [ }
0 5 10 15 3.7 3.8 3.9 4.0 4.1 35 3.0 25






















