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B. dbl-1(=), Smvs. control

14
=
©
o
]
(@]
ke’
7
- .
1_3_. __________ ._._..'. ...... {;’1.-._.; ..........
od T ek EERe
I 1 1
-4 0 4

log,(fold change)
Differential Expressed Genes ( 82)
up regulated: 50
down regulated: 32

Stress response: detoxification: ugt-
Stress response: pathogen: saposin-
Stress response: detoxification: CYP -

E. dbl-1(-), Efvs. control

50 25 00 25 50 75
log,(fold change)

Differential Expressed Genes ( 248 )
up regulated: 229

down regulated: 19

Major sperm protein -

Unassigned: regulated by multiple stresses-
Extracellular material: collagen-

Signaling: phosphatase: Y-

Cytoskeleton: microtubule: tau tubulin kinase -

Development: germline -

H. dbl-1(-), Smvs. Ef

(%]

239
dbl-1()
Ef

C. WTvs. dbl-1(-), Sm

42
dbl-1(-)

40
WT

not not
abl-1(-) WT
Sm Sm

F.WTvs. dbl-1(-), Ef




