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Gene Set Description FDR
GO:0048812 neuron projection morphogenesis 2.90E-10
GO:0050808 synapse organization 7.40E-10
GO:0099537 trans-synaptic signaling 1.12E-09
GO:0099536 synaptic signaling 2.00E-09
GO:0007268 chemical synaptic transmission 3.18E-09

Gene Set Description FDR
GO:0031175 neuron projection development 0
GO:0050808 synapse organization 2.67E-12
GO:0061564 axon development 8.54E-12
GO:0007409 axonogenesis 1.30E-11
GO:0050807 regulation of synapse organization 2.09E-08

Gene Set Description FDR
GO:0097485 neuron projection guidance 6.83E-06
GO:0007268 chemical synaptic transmission 0.002641
GO:0060291 long-term synaptic potentiation 0.002693
GO:0016050 vesicle organization 0.002693
GO:0055075 potassium ion homeostasis 0.004719
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Gene Set Description FDR
GO:0042430 indole-containing	compound	metabolic	process 0.0071248
GO:0097485 neuron	projection	guidance 0.0008301
GO:0006836 neurotransmitter	transport 8.433E-05
GO:0016358 dendrite	development 0.0003987
GO:0001764 neuron	migration 0.013148
GO:0030902 hindbrain	development 0.013772

Gene Set Description FDR
GO:0055094 response	to	lipoprotein	particle 0.0004857
GO:0071402 cellular	response	to	lipoprotein	particle	stimulus 0.0007194
GO:0010324 membrane	invagination 0.0090567
GO:0033627 cell	adhesion	mediated	by	integrin 0.0090567
GO:0097006 regulation	of	plasma	lipoprotein	particle	levels 0.0090567
GO:0007229 integrin-mediated	signaling	pathway 0.0077286
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Figure 7 - figure supplement 1




