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B Pre-Imputation Post-Imputation
3e+06 - e+06 : Removed Compounds
) gamma-Amino—gamma-cyanobutanoate ) '
* Glycine UDP-N-acetylmuramate * Glycine
gamma-Amino—gamma—cyanobutanoate
UDP-N-acetylmuramate
26+06 Pyrroline hydroxycarboxylate 26+06
Aminocyclopropane carboxylate
Glyceraldehyde phosphate v
Leucine Vglln?:erate
S d-Ala-d-Ala (1) S gyrroline hydroxycarboxylate
= Hexose dlphosphatfa _ c Glutamate
v N2-Acetyl-L-aminoadipate = .
x Homoaconitate (1) x Aminocyclopropane carboxylate
O s Serine
Glyceraldehyde phosphate
Leucine
1e+06 Vali 1e+06 Homoaconitate (1)
« Valine
* Glycerate LL-2,6-Diaminoheptanedioate
¢ Glutamate
* Serine : Phosphoenolpyruvate
L Alanine Phosphoenolpyruvate LAjanine
¢ Acetylmuramate ¢ N2-Acetyl-L-aminoadipate
3 $ LL-2,6—Diaminoheptanedioate
¢ . o - Hexose diphosphate
oes00  Io o 0es00 | s

(2R,35)-2,3-Dimethylmalate
Homovgnillate
0.25 0.50

Missing Value Proportion

0.00 0.75

e
o

(2R,3S)-2,3-Dimethylmalate

Homovanillate
0.2 0.4

Missing Value Proportion

0.6 0.8



