Page 34 of 45

A: Donor Haplotype Phasing
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B: Gamete Genotype Imputation
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C: Meiotic Recombination Discovery
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Figure 3-figure supplement 2 Performance of rhapsodi on each simulated dataset, colored based on Hapi's ability to successfully
analyze each given data set. False = Not successful; True = Successful. Each column is defined by the number of gametes used in
data construction. (A) The relationship between phasing accuracy and completeness. (B) The relationship between mean gamete
imputation accuracy and mean completeness. (C) The relationship between meiotic recombination discovery accuracy and
specificity.



