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Figure 3 - Figure Supplements 1901

Figure 3-figure supplement 1 Comparison of the percentage of simulated datasets successfully analyzed by rhapsodi and Hapi
across (1) data import (gmt import) (2) donor haplotype phasing (phasing) (3) gamete genotype imputation (imputation), & (4)
meiotic recombination discovery (CO) stages. The datasets were stratified into groups according to the number of gametes used
in construction, signified by color. The run completion trend for each tool is signified by line-type.


