
Active (H3K27ac+) Inactive (H3K27ac-)

28%72%

Proportion of primed CREs
that overlap H3K27ac peaks

A

0.0

0.1

0.2

0.3

0.4

0.5

0 2 4 6 8
Distance to nearest TSS (log10 bp)

C

Pr
op
or
tio
n
of
ac
tiv
e
C
R
Es

Allele-specific
H3K27ac

Shared
H3K27ac

24%

76%

Proportion of active CREs
with allele-specific H3K27ac

B

Allele-specific
transcript

Shared
transcript

15%

Genes regulated byallele-specific enhancers
(chromatin-associated RNA-seq)

D

Allele-specific
transcript

Shared
transcript

9%

Genes regulated by shared enhancers
(chromatin-associated RNA-seq)

Figure 1 -- figure supplement 2. Properties of allele-specific enhancers and association with gene expression.


