Figure 2-figure supplement 1

) Steady state splenic iNKT cell heterogeneity
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is clearly defined by spatial separation
and graph-based clustering

NKT1-A and NKT1-B cell clusters are transcriptionally distinct

B. NKT1, NKT2, NKT17 and Cycling cells
are identified using published marker genes
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NKT1, NKT2 and NKT17 cells are identified
by expression of flagship cytokines
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