Figure 3: Figure supplement 1- Comparisons of deconvolution methods Cell proportions were estimat-
ed from skeletal muscle sequencing across the 310 individuals in GTEx. Here, comparisons of the three
most common methods (DCQ, NNLS and porportionsinAdmixture) were plotted for each pseudo-sc-
proportion, where proportionsinAdmixture method captured the largest relative number of cell types
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