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	Primer Name
	Primer Sequence 
(Overhangs for Gibson assembly are shown in red; sequences to introduce C120A or C120H mutations in ccmE are shown in purple)

	mtaBC1-f for pDPG001, 002, 003
	TCGAAGTTTAAACCTGCAGGGAATTACACGATCACTAATTTT

	mtaBC1-sgRNA-r for pDPG001
	GCCGTAAAGATTACAGATGCACATGTGCTTACAGCATAAT

	sgRNA-scaffold-f for pDPG001
	GCATCTGTAATCTTTACGGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAG

	sgRNA-scaffold-r for pDPG001
	TAAGCGGCCGCGATCGCCGGTACATGAGGGCTGAAAAGCCG

	mtaBC1-sgRN-r for pDPG002
	TCCAGAGCCCTACAAGGAGAACATGTGCTTACAGCATA

	sgRNA-scaffold-f for pDPG002
	TCTCCTTGTAGGGCTCTGGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAG

	sgRNA-scaffold-r for pDPG002
	TCCAGAGCCCTACAAGGAGATTCGTTTTCTCTTTTTAGGTGACTG

	pDPG004-us-f 
	GCCTTTTTTTTTCGAAGTTTCAGAAAAGAGTTTTTGAAAGTGCAGC

	pDPG004-us-r1 
	AGTAAAGAACGGCTCTTTCCAGGATTAGTGGTATAATTAGTTTATTC

	pDPG004-ds-f 
	TAATTATACCACTAATCCTGGAAAGAGCCGTTCTTTACTATGAG

	pDPG004-ds-r 
	TGTAATTCCCTGCAGGTTTTACAGTAAGAACTATGAGTCAGGAG

	pDPG005-us-f 
	GCCTTTTTTTTTCGAAGTTTCCCTGAATGCAGAGCTGAAA

	pDPG005-us-r
	TGAGGTGGTTCTGATAGGCAACCACGGGTGAAATAGCTTC

	pDPG005-ds-f1
	AAGCTATTTCACCCGTGGTTGCCTATCAGAACCACCTCAG

	pDPG005-ds-r 
	TGTAATTCCCTGCAGGTTTCTTTCATGTTTAGGGGACCTGC

	pDPG006-us-r2 
	TGAGGTGGTTCTGATAGGCCAGGATTAGTGGTATAATTAGTTTATTCATG

	pDPG006-ds-f2
	TAATTATACCACTAATCCTGGCCTATCAGAACCACCTCAGC

	pDPG004_seq-f
	AATTCCTACCTTCAGGCTCAAG

	pDPG004_seq-r
	TGACGCAGGATTTGAAGTTCAG

	pDPG004, 005, 006_seq-r
	ACAATGTCATTATTCAGATCAAGCGG

	pDPG005_seq-f
	ACTTCAAATCCTGCGTCAGTTGG

	pDPG005_seq-r
	TGTGTCAAATGTATATTGTTTGGTACGC

	US_1kb-us-ccmG_seq-f
	ACGGGAGAACGTCAGGTGAG

	DS_1kb-ds-ccmG_seq-r
	TGCCGGTGAAACTTCCTGTATTTG

	US_1kb-us-ccdA-seq-f
	TCCATAGCAAGGGCTCTGTCAC

	DS_1kb-ds-ccdA-seq-r
	TCGTAGCAATCGCAAGGGAAAGTG

	ccmABC-f for pDPG014
	AATAAATTAAGGAGGAAATTCAATGGAAAACGCGGTCTCCATAAG

	ccmABC-r for pDPG014
	TTTTAAAACCCCGTATGGCTCGTTATGTAACACAAATTGAAAAAACACAC

	ccmE-f for pDPG014
	TTTTTCAATTTGTGTTACATAACGAGCCATACGGGGTTTTAAAATG

	ccmE-r for pDPG014
	ATTAAATGGGGAATAATAGTTTTTACTCCGTATACTTTGACGGGC

	ccmF1F2-f for pDPG014
	CCGTCAAAGTATACGGAGTAAAAACTATTATTCCCCATTTAATTG

	ccmF1F2-r for pDPG014
	TACATTATACGAAGTTATCAAGATCATTCCTCGCTAAAATACTTC

	PserC-f for pDPG015
	AGCCTTTTTTTTTCGAAGTTTGATCTCAACCACCTTTTTTC

	PserC-r for pDPG015
	TAACCTATTCATAATGACCACATCTTTTCCTTTTTTGGTACTG

	mmcA-TAP-f for pDPG015
	AGTACCAAAAAAGGAAAAGATGTGGTCATTATGAATAGGTT

	mmcA-TAP-r for pDPG015
	TAAAGTGTTTGATTTATTGAGTTTAACCTGATTTTTCAAACTG

	Tmcr(Ma)-f for pDPG015
	CCTCAGTTTGAAAAATCAGGTTAAACTCAATAAATCAAACACTTTAAAAC

	Tmcr(Ma)-r for pDPG015
	GCCGGCGCGCCTGCAGGTTTGATTTCCGGAAAAACAGTAAAG

	pDPG014_seq-r1
	TCCTTCGGCAAGATTAGAAG

	pDPG014_seq-f1
	CTTCTAATCTTGCCGAAGG

	pDPG014_seq-r2
	TGCTTACATAAGCCGAACC

	pDPG014_seq-f2
	TCGGCTTATGTAAGCACCG

	pDPG014_seq-r3
	TGAAAAGATCTCGGTCTCC

	pDPG014_seq-f3
	TCAATTATGAGGTCGGTTTCG

	pDPG014_seq-r4
	AGTCCTCAAAACATGAGAAATC

	pDPG014_seq-f4
	TCATGTTTTGAGGACTTCAGG

	pDPG014_seq-r5
	ATCTCAGGCAGCAAATTTCC

	pDPG014_seq-f5
	TAGGAAATTTGCTGCCTGAG

	pDPG014_seq-r6
	ATCCTTTGCCCAGATCGAAC

	pDPG014_seq-f6
	TCGATCTGGGCAAAGGATG

	ccmE-f for pKES30, 38, 40
	TGATTTTAATAAATTAAGGAGGAAATTCATATGAATAAAAAAAAGAAATCACTGC

	ccmE-r1 for pKES30
	CAAACTGAGGATGTGACCACCCGCCACCCTCCGTATACTTTGACGGGCA

	ccmE-r2 for pKES30
	GTCGTCGTCCTTGTAGTCCCCGCCACCTTTTTCAAACTGAGGATGTGACC

	ccmE(C120A)-r1 for pKES40
	TTACTCCGTATACTTTGACGGTGCTCCGGTAATGATCTTATTTGCC

	ccmE(C120H)-r1 for pKES38
	TTACTCCGTATACTTTGACGGGTGTCCGGTAATGATCTTATTTGCC

	ccmE(C120A)-r2 for pKES40
	CAAACTGAGGATGTGACCACCCGCCACCCTCCGTATACTTTGACGGTGC

	ccmE(C120H)-r2 for pKES38
	CAAACTGAGGATGTGACCACCCGCCACCCTCCGTATACTTTGACGGGTG

	ccmE-r3 for for pKES30, 38, 40 
	GCATACATTATACGAAGTTATCAAGATTAGATGTCGTCGTCCTTGTAGTC

	pDN402_us_f
	TTTGGAGCCTTTTTTTTTCGAAGTTTAAACCGG TTG ACT ATG CAG GTA CG

	pDN402_us_r
	CAG TAG AAG CAG CAC AGC GA

	pDN402_ds_f
	GTGTCGGGAGTCGCTGTGCTGCTTCTACTGGTA ACT TAC GAT AAG CCA AGA CC

	pDN402_ds_r
	GTGTAATTCGGCGCGCCTGCAGGTTTAAACGAC GGT ATT CTT AAC CAC AGG 

	DDN009_seq_f
	CCT GTT TGG TCC AAT ACA TC

	DDN009-seq_r
	ACT TCA GCT TCT GTC TGG AC

	mmcA_f for pDN409
	TGATTTTAATAAATTAAGGAGGAAATTCATGTG GTC ATT ATG AAT AGG TT

	mmcA_r for pDN409
	GAG TGC AGG CTC CGT TTC A

	C_TAPtag_f for pDN409
	CCTGTAGAAGTTGAAACGGAGCCTGCACTCGAC GAT GAC GAC AAG GGT GG

	C_TAPtag_r for pDN409
	AGCATACATTATACGAAGTTATCAAGATTAACCTGATTTTTCAAACTGAGG

	pDN409_seq_f
	TGA GAT TTC CCT ATC AGT GAT 

	pDN409_seq_r
	CTC ACT AAA GGG ATA ACT TCG 

	pDN412_us_f
	TTTGGAGCCTTTTTTTTTCGAAGTTTAAACCAC CGG TAA GAA AAG AAT CTG G

	pDN412_us_r
	GGTAATGATCTTATTTGCCTCAAACGTAGAAGC AAC TGC AAG CAG TGA TT

	pDN412_ds_f
	TCT ACG TTT GAG GCA AAT AAG 

	pDN412_ds_r
	GTGTAATTCGGCGCGCCTGCAGGTTTAAACCTA AAT GGT ATC ATT TGT GGC 

	DDN010_seq_f
	CAA CTG AAA ATG ACT TTT CG

	DDN010_seq_r
	ATA CAC CTG ATA AAG TTA GTG 

	pDN424_us_f
	TTG TGA AAT TGC TCA CGA AC

	pDN424_us_r
	GAG AAC ATC GCT TAG CTT TTT C

	pDN424_ds_f
	TTTTTTATGAAAAAGCTAAGCGATGTTCTCGCT CAG GTA AAC GGA ATC AA

	pDN424_ds_r
	GTGTAATTCGGCGCGCCTGCAGGTTTAAACAAA GGT CGA GAA GAT GAC C

	pDN425_us_f
	TTTGGAGCCTTTTTTTTTCGAAGTTTAAACCAG CAC CAT ATT TGC TAC AG

	pDN425_us_r
	TAT CCA GAT GAG TCC CAT TC

	pDN425_ds_f
	ATGAATACTGGAATGGGACTCATCTGGATAGTT CTC CTT GTC AGG AAG TA

	pDN425_ds_r
	GTGTAATTCGGCGCGCCTGCAGGTTTAAACGTA AAG CCA ACA ACA ACT TCC

	pDN426_ds_f
	GTTTTTTATGAAAAAGCTAAGCGATGTTCTCGTT CTC CTT GTC AGG AAG TA

	DDN011_012_013_seq_f
	TTT TCG TCC AGC ACT TTT AC

	DDN011_012_013_seq_r
	TAC CAG GGT TCT TTC TTG AC

	pDN444_us_f
	TTTGGAGCCTTTTTTTTTCGAAGTTTAAACGAG CAG GAA GAA AAG AGC TTG 

	pDN444_us_r
	TCCGGCAGATCTGCGTGCGTCAAGTTCCTCTGA TAG TTC CCT TAT GGA GAC C

	pDN444_ds_f
	GAG GAA CTT GAC GCA CGC AG

	pDN444_ds_r
	GTGTAATTCGGCGCGCCTGCAGGTTTAAACCGG CAT AAT CCG CTC TGA CTG 

	DDN029_seq_f
	GGA GTT CCA GGT TAC AGA CTG 

	DDN029_seq_r
	GTC TGG TGC TGA TTA TGG AC



