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wild type (rep. 1) 
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mutant (average) 
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Wiles_Fig. 5_Sup1 

∆iswi: 182 bp
∆acf1: 175 bp
∆iaf-3: 181 bp
∆iaf-1: 183 bp
∆iaf-2: 181 bp 
∆set-7: 179 bp

wild type: 180 bp
Average repeat length


