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Target: Balkans_C (n=11)
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Target: Germany_Blatterhohle_MN (n=1)
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Target: Germany_EN_LBK_Stuttgart_published.DG (n=1)
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Target: Germany_MN_Baalberge (n=3)
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Target: Hungary_Baden_LateCA.SG (n=1)
References: WHG_pooled - AnatolianN
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Target: Hungary_Hunyadihalom_MCHA (n=1)
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Target: Hungary_LateC_Baden (n=10)
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Target: Hungary_LateC_Protoboleraz (n=2)
References: WHG_pooled - AnatolianN
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Target: Hungary_LN_Lengyel (n=6)

References: WHG_pooled_Goyet — AnatolianN
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Target: Hungary_LN_Tisza (n=4)
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Target: Hungary_ MN_ALBK_Szakalhat (n=2)
References: WHG_pooled - AnatolianN
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Target: Hungary_MN_ALPc_Bukk.SG (n=1)
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Target: Hungary_MN_ALPc_Esztar (n=2)
References: WHG_pooled — AnatolianN
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Target: Hungary_MN_ALPc_Szakalhat (n=3)
References: WHG_pooled - AnatolianN

DATES estimate (gen):25+8
DATES estimate (BCE):
NRMSD=0.2264

I I I I
5 10 15 20

Genetic Distance(cM)

Target: Hungary_MN_ALPc_Tiszadob (n=6)
References: WHG_pooled - AnatolianN

DATES estimate (gen):17+2
DATES estimate (BCE):
NRMSD=0.1404

I I I I
5 10 15 20

Genetic Distance(cM)

Target: Hungary_MN_ALPc (n=6)
References: WHG_pooled - AnatolianN

DATES estimate (gen):26+4
DATES estimate (BCE):
NRMSD=0.1188

I I I I
5 10 15 20

Genetic Distance(cM)

Target: Hungary_MN_LBK.SG (n=)
References: WHG_pooled - AnatolianN
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Target: Hungary_MN (n=1)
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Target: Ireland_EN_MN.SG (n=5)
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Target: Ireland_EN_MN.SG (n=5)
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Target: Ireland_N.SG (n=2)
References: WHG_pooled — AnatolianN
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Target: Italy_C_BA.SG (n=3)
References: WHG_pooled — AnatolianN
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Target: Italy_C.SG (n=3)
References: WHG_pooled - AnatolianN
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Target: Italy_N.SG (n=8)
References: WHG_pooled - AnatolianN
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DATES estimate (gen):20+7
DATES estimate (BCE):
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Target: Italy_Sardinia_N (n=12)
References: WHG_pooled - AnatolianN
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Target: Italy_Sicily_MN (n=2)
References: WHG_pooled - AnatolianN
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DATES estimate (gen):19+4
DATES estimate (BCE):
NRMSD=0.1607
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Target: Poland_Globular_Amphora (n=5)
References: WHG_pooled — AnatolianN
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Target: Poland_Koszyce_GAC.SG (n=6)
References: WHG_pooled — AnatolianN
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DATES estimate (gen):41+6
DATES estimate (BCE):
NRMSD=0.0815
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Target: Poland_Ksiaznice_GAC.SG (n=3)
References: WHG_pooled - AnatolianN

DATES estimate (gen):62+10
DATES estimate (BCE):
NRMSD=0.1062

I I I I
5 10 15 20

Genetic Distance(cM)

Target: Poland_Mierzanowice_GAC.SG (n=1)
References: WHG_pooled - AnatolianN
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Target: Poland_Sandomierz_GAC.SG (n=2)
References: WHG_pooled - AnatolianN
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Target: Poland_TRB.SG (n=2)
References: WHG_pooled - AnatolianN
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Target: Portugal_C (n=14)
References: WHG_pooled — AnatolianN

DATES estimate (gen):84+9
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NRMSD=0.0761

T T T T
5 10 15 20

Genetic Distance(cM)

Target: Portugal_LN_C.SG (n=3)
References: WHG_pooled — AnatolianN
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Target: Portugal_MN.SG (n=4)
References: WHG_pooled - AnatolianN
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Target: Scotland_Megalithic.SG (n=4)
References: WHG_pooled - AnatolianN
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Target: Scotland_N (n=28)
References: WHG_pooled - AnatolianN
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Target: Spain_C.SG (n=6)
References: WHG_pooled - AnatolianN

DATES estimate (gen):64+6
DATES estimate (BCE):
NRMSD=0.1194
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Target: Spain_C (n=71)
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References: WHG_pooled - AnatolianN

DATES estimate (gen):69+5
DATES estimate (BCE):
NRMSD=0.0437
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Target: Spain_EN.SG (n=5)
References: WHG_pooled - AnatolianN
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Target: Spain_EN (n=11)
References: WHG_pooled - AnatolianN

DATES estimate (gen):21+4
DATES estimate (BCE):
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Target: Spain_LN.SG (n=2)
References: WHG_pooled - AnatolianN

DATES estimate (gen):47+10
DATES estimate (BCE):
NRMSD=0.2208
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Target: Spain_MLN (n=37)

References: WHG_pooled_Goyet — AnatolianN

DATES estimate (gen):55+4
DATES estimate (BCE):
NRMSD=0.045
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Target: Spain_MLN (n=37)
References: WHG_pooled - AnatolianN
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Target: Spain_MN.SG (n=1)
References: WHG_pooled - AnatolianN

DATES estimate (gen):74+20
DATES estimate (BCE):
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Target: Sweden_Ansarve_Megalithic.SG (n=5)

References: WHG_pooled - AnatolianN

DATES estimate (gen):40+7
DATES estimate (BCE):
NRMSD=0.1366
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Target: Sweden_TRB_MN.SG (n=3)
References: WHG_pooled - AnatolianN

DATES estimate (gen):46+11
DATES estimate (BCE):
NRMSD=0.2178
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Target: Ukraine_Eneolithic_Trypillia (n=4)
References: WHG_pooled - AnatolianN

DATES estimate (gen):61+13
DATES estimate (BCE):
NRMSD=0.177
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Target: Ukraine_Globular_Amphora (n=2)
References: WHG_pooled - AnatolianN

DATES estimate (gen):38+7
DATES estimate (BCE):
NRMSD=0.1437
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Target: Kazakhstan_EBA_Yamnaya.SG (n=1)

References:Iran_N_pooled—EHG_pooled

* DATES estimate (gen):52+13
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Target: Russia_Afanasievo (n=19)
References:Iran_N_pooled—EHG_pooled
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NRMSD=0.0717
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Target: Russia_Caucasus_EBA_Yamnaya (n=3)

References:Iran_N_pooled-EHG_pooled
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Target: Russia_Samara_EBA_Yamnaya (n=)

References:Iran_N_pooled-EHG_pooled
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DATES estimate (gen):41+8
DATES estimate (BCE):
NRMSD=0.1211
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Target: Ukraine_EBA_Yamnaya (n=2)
References:Iran_N_pooled-EHG_pooled
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Target: Yamnaya_Afanasievo_pooled (n=)

References:Iran_N_pooled-EHG_pooled

DATES estimate (gen):46+3
DATES estimate (BCE):
NRMSD=0.0615
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Target: Kazakhstan_Maitan_MLBA_Alakul (n=7)

References:Steppe EBA-Neolithic groups

DATES estimate (gen):49+5
DATES estimate (BCE):
NRMSD=0.1115
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Target: Kazakhstan_MLBA_Aktogai (n=5)

References:Steppe EBA-Neolithic groups

DATES estimate (gen):41+4
DATES estimate (BCE):
NRMSD=0.1517
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Target: Kazakhstan_MLBA_Kairan (n=5)
References:Steppe EBA-Neolithic groups

DATES estimate (gen):63+24
DATES estimate (BCE):
NRMSD=0.1686
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Target: Russia_Andronovo.SG (n=3)
References:Steppe EBA-Neolithic groups

DATES estimate (gen):41+4
DATES estimate (BCE):
NRMSD=0.1664
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Target: Russia_MLBA_Sintashta (n=34)
References:Steppe EBA-Neolithic groups

DATES estimate (gen):55+5
DATES estimate (BCE):
NRMSD=0.0719
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Target: Russia_Srubnaya (n=11)
References:Steppe EBA-Neolithic groups

DATES estimate (gen):45+5
DATES estimate (BCE):
NRMSD=0.118
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Target: Balkans_LBA (n=1)
References:Steppe groups—(WHG+AnatoliaN)

DATES estimate (gen):42+11
DATES estimate (BCE):
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Target: Balkans_MBA (n=2)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Czech_BA_Veterov_1 (n=1)
References:Steppe groups—(WHG+AnatoliaN)

DATES estimate (gen):72+17
DATES estimate (BCE):
NRMSD=0.1966
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Target: Czech_BellBeaker (n=35)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Czech_CordedWare (n=7)
References:Steppe groups—(WHG+AnatoliaN)

DATES estimate (gen):17+2
DATES estimate (BCE):
NRMSD=0.1454
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Target: Czech_EBA (n=7)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Denmark_LBA.SG (n=1)
References:Steppe groups—(WHG+AnatoliaN)

DATES estimate (gen):103+31
DATES estimate (BCE):
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Target: Denmark_LN_BA.SG (n=1)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Denmark_MN_B.SG (n=1)
References:Steppe groups—(WHG+AnatoliaN)
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Target: England_BellBeaker (n=19)
References:Steppe groups—(WHG+AnatoliaN)
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Target: England_C_EBA (n=25)
References:Steppe groups—(WHG+AnatoliaN)
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Target: England_LBA (n=2)
References:Steppe groups—(WHG+AnatoliaN)

DATES estimate (gen):53+15
DATES estimate (BCE):
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Target: England_MBA (n=8)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Estonia_BA.SG (n=14)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Estonia_CordedWare.SG (n=3)
References:Steppe groups—(WHG+AnatoliaN)
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Target: France_BellBeaker (n=7)
References:Steppe groups—(WHG+AnatoliaN)

% DATES estimate (gen):18+4
DATES estimate (BCE):
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Target: France_GrandEst_EBA.SG (n=7)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Germany_BellBeaker (n=44)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Germany_BenzigerodeHeimburg_LN (n=2)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Germany_CordedWare.SG (n=)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Germany_CordedWare (n=11)
References:Steppe groups—(WHG+AnatoliaN)
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Target: Germany_EBA_Unetice (n=5)
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