Enter the Genomic Sequence(length : 20 to 30 bp)

GCACCGACCGGGAGCACACGTGG

|

Position

Type of Mutation

CLEAR SEARCH

Organism

Homo Sapiens v

SYChleeEcl AaCasi2b LbCasl2a Casld4a Caslda/ssDNA  LwCasl3a

SgRNA
crRNA Sequence Wt Sequence crRNA Position Strand | Variation | Cas system off-Targets

ACGGACCGGGAGCACACGTG GGG | ACCGACCGGGAGCACACGTGGGG | chrl19342619-19342641 fw C>G Fn/enFnCas9 | Click for Off-ta rgets
CACGGACCGGGAGCACACGT GGG | CACCGACCGGGAGCACACGTGGG | chrl19342618-19342640 fw C>G Fn/enFnCas9 | Click for Off-targets
ATGTGGCTGTGCACGGACEG GGA ATGTGGCTGTGCACCGACCGGGA | chrl19342607-19342629 fw C>G enFnCas9 Click for Off-targets
GOACGGACCGGGAGCACACG GG | GCACCGACCGGGAGCACACGTGG | chrl19342617-19342639 fw C>G Fn/enFnCas9 | Click for Off-targets
GCACGGACCGGGAGCACACG T1GG | GCACCGACCGGGAGCACACGTGG | chrli19342617-19342639 fw C>G Fn/enFnCas9 | Click for Off-targets
CGGACCGGGAGCACACGTGG GGG | CCGACCGGGAGCACACGTGGGGG | chrli19342620-19342642 fw C>G Fn/enFnCas9 | Click for Off-targets




