Human genome
Ensembl gene annotation v87
18,946 genes

Genome assemblies cover gene in >50% of high-

acuity and >50% of low-acuity species

17,946 genes

%intact values vary across species

Phylogenetic generalized least square
corrected p-value < 0.05

68 genes

Gene is independently lost in >2 low-acuity

lineages




