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(Btbd18) b
AAGGGTCAGAGGAGTCAAAGTG | GAGAA | 0561486 |\ o ool oo o chr2 1 84667889 3 FALSE
(Zbth33) b
AAAGAGCAGAGGAGCCAAGGCC | TCGGG | 0.141818 |y 1 om0 1 chrX 1 38190028 4 FALSE
(RP23-225D24.1) b
TAAAGACAGAGGAGCCAGAGAG | GCGAG | 0.140035 | (o cneer D) | chr2 1 25708107 5 FALSE
(RP23-171A13.11)
TTTGGTCAGAAGAGCTARAGCC | TTGGA | 0.138296 |t icsidnsoo | chri4 1 55074717 6 FALSE
(Cdd0) b
CGAGATCAGAAGAGCCAAATCA | CAGGG | 0.134943 |\ o o) ] chr2 1 165055682 6 FALSE
AAAGGGAAGAGGAGCCAGAGCC | AGGAG | 0.133327 (Timeless) hr10 1 128251777 4 FALSE
ENSMUSG00000039994 "
(Edc4) b
CAGGAACAGAGGAGCCAAAGCC | ACGGG | 0131749 | o cmorn) o chrg 1 105889272 5 FALSE
Mouse sgRNA 2 Sequence PAM Score Gene Chromosome | Strand Position Mismatches On-target

(Pfkfb2)

CTGCTCTCCTCCATCAGCTGAG | AAGAG | 0130208 |y o PR2) | oy 1| 130890673 6 FALSE
(Defg)

AAGCCATACTTCATCACCTGCA | AGGAG [0.125794 | o (DS18) | cng 1| 123458307 6 FALSE

TTACCGTCCTTAATCATGTGAA | CTGAA | 0.12167 (Dig1) chr16 1 31872845 5 FALSE
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