Figure 1-Supplemental 1: Top Functions associated by IPA to the 229 hypermethylated
genes in the aggressive cell lines. Among the 229 genes, 116 were associated to IPA
canonical functions. Column 1 indicates the top functions. Column 2 shows the -log(p-value) as
horizontal histogram relative to the Fisher exact test (p < 0.05 : -log (0.05 = 1.3 =threshold) used
by IPA to classify the most representative functions. The score in column 3 corresponds to the
number of genes among the 229 belonging to the associated function.
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