
 

Figure 4-Supplemental 2. The DNA methylation score is a better prognostic factor than classical used 
clinical parameter Breslow index. 

A) Kaplan–Meier curve of patients based on the methylation score  in the 49 primary 

melanoma samples. 

B) Hazard ratio plot calculated from our methylation score on the 49 primary melanoma 

samples. 

C) Kaplan–Meier curve of patients according to the primary tumor grade defined by the 

AJCC staging system of melanoma from Breslow index (Primary tumor T1 = less than 

1mm, T2 = less than 2 mm, T3 = between 2 and 4 mm, T4 = more than 4 mm).  

D) Kaplan–Meier curve of patients based on the Breslow index in the 49 primary melanoma

samples ( less than 2 in blue: T1 and T2 grade, more than 2 in red: T3 and T4 grades). 

E) Hazard ratio plot calculated from Breslow index on the 49 primary melanoma samples.

F) Hazard ratio plot calculated from the interaction between our methylation score and the 

Breslow index on the 49 primary melanoma samples. 
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Figure S4: The DNA methylation score is a better prognostic factor than classical used 
clinical parameter Breslow index.

A) Kaplan–Meier curve of patients based on the methylation score in the 49 primary melanoma
samples.

B) Hazard ratio plot calculated from our methylation score on the 49 primary melanoma samples.
C) Kaplan–Meier curve of patients according to the primary tumor grade defined by the AJCC

staging system of melanoma from Breslow index (Primary tumor T1 = less than 1mm, T2 = less 
than 2 mm, T3 = between 2 and 4 mm, T4 = more than 4 mm). 

D) Kaplan–Meier curve of patients based on the Breslow index in the 49 primary melanoma
samples ( less than 2 in blue: T1 and T2 grade, more than 2 in red: T3 and T4 grades).

E) Hazard ratio plot calculated from Breslow index on the 49 primary melanoma samples.
F) Hazard ratio plot calculated from the interaction between our methylation score and the Breslow 

index on the 49 primary melanoma samples.
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