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Boundary conditions 87(] =0 atz=0and z=1L,;,, 1<qg<Q.
x
at SC ends

Bo 5 Be 1
Function definiions ~ (Can) = 1+ (Cyn/Ec)" B(Cyn) = 1+ (Cyn/Ec)’ H(s) = 5 (tanh(sKy) 4+ 1),

Initial conditions F = Nr(pp,0%,-3,3), CA’qm = f(xgn/Ly)Nr(1,0%,-3,3),
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D WT | WT+nuc Unit Description
D 1.1 1.1 pum?s~! HETI10 diffusion coefficent on SC
@ 0 0.014 s~! RI HEI10 absorption rate from nucleoplasm
Bc 0 0.003 st RI HEI10 escape rate into nucleoplasm
& 2.1 1.89 pms~! RI HEI10 absorption rate from SC
Be 0.5 0.45 51 RI HEI10 escape rate onto SC
y 1.25 1.25 Escape rate Hill coefficient
Ko 1 1 au Hill function threshold
Ky 0.5 0.5 au Smooth switchoff threshold
K 10 10 au~! Smooth switchoff sharpness
Te 0.1 0.1 Telomere length (fraction of chromosome pair)
fe 2.0 2.0 Telomere weighting for RI loading
p 0.5 0.5 pm~! Average RI density along chromosome pairs
Rgrr | 0.76 0.76 Proportion of initial HEI10 loaded at Rls
Rsc | 0.24 0.24 Proportion of initial HEI10 on SCs
153 1170 1170 au Mean initial total cellular HEI10 amount
oF 75 75 au Standard deviation of total initial HEI10 amount
oc 0.33 0.33 au Relative noise in HEI10 RI loading
T 36000 36000 S Simulation duration
Q 5 5 Number of chromosome pairs
E L, Length of the g-th chromosome pair
P Amount of HEI10 in nucleoplasmic pool

Cqn | Amount of HEI10 in the n-th RI on the ¢g-th chromosome pair

¢q(x) | Amount of HEI10 per unit length on the ¢g-th chromosome pair
T Distance along the chromosome pair

Tgn Distance of n-th RI along the ¢-th chromosome pair

Chromosome pair index 1 < ¢ < Q
RI index along chromosome pair
Number of Rls on ¢-th chromosome pair
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