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Specific interactions between the R and C domains. The location of each residue within the complex is listed alongside of each amino acid. Ion pair, hydrogen-bond, and van der Waals interactions are notated as ↔, →, and [image: https://www.science.org/cms/10.1126/science.1104607/asset/b21a7e82-b462-48bf-9cea-ca336cabfbee/assets/graphic/barbell.gif], respectively.
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