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Sequence Logo

Shigella phage vB_SdyM_006 MSYE INTPSI 1 QYSSNDAKNPVKVQ | SYCKMAPH I VL GITIIKVK VGE Y PHERVALN

Proteus phage phiP4-3 MSYE INTPSI | QYSSNDAKNPVKVQ I SYCKMAPH | VL GRETIIKMK VGEY - - -PHERVALN-
Escherichia phage vB_EcoM_VR7 MI1QIMKPVKSGFWDK SFGKHKFYADRVNSRIWEM | 1 SQQTKG--QMDFVEFY-
Salmonella phage SHP1 MF | QRTVSNIEMVL SVGHNDY - EQEYVEFF -
Escherichia phage vB_EcoM_005 MNITLMKPTPSSFWNK SFGKHNMF | QRTVSNWEMVL SVGHNDY - EQEYVEFF -
Escherichia phage JS98 MNIVLMKPTPSSFWNK S FGKHNMF | QRTVS SWEMVL SVGHNDY - EQEYVEFF -
Escherichia phage WG01 MNIVLMKPTPSSFWNKSFGKHNMF | QRTVNNITEMVL SVGHNDY - EQEYVEFF -
Escherichia phage AnYang MNIVLMKPTPSSFWNK S FGKHNMF | QRTVSNWEMVL SVGHNDY - EQEYVEFF -

Pectobacterium phage vB_PatP_CB4 MRT | KTSVMFFPADPVVVTKTKRDWMLADMASPAQISIIAVDF | VDANPMSAS | HQY -
Pectobacterium phage vB_PatP_CB1 MRT | KTSVMF FPADPVVVTK TKRDWMLADMASPAQISIIAVDV | VDADPMSASMHQY =

Escherichia phage HX01 MYSTVFKPSTY- -EFASTTQWKAL | LEGREMVMDCEASEKFPHGKVDFV- IR P TKRQIRO)

Escherichia phage RB69 MYSTVFKPSTY- EFASTTQWKAL | L EGIIEMVMDCEAS EK FPHGKVDFV - AEKEJ*
Enterobacteria phage T6 MHIVLFKPTPY- NVRKNTQFKAL | ADTREMVLD | PAEESPPFGRVEF | - (FENRP TKRQTROEIRE
Escherichia phage slur14 MHIVLFKPTPY- VLD | PAEESPPFGRVEF | - I\ R P TKRQIROWNRE
Enterobacteria phage T4 MHIVLFKPTPY- VLD | PAEESPPFGRVEF | - INRPTKROIROEIRE

{FPNIR P TKROI ROMNRES
NVRKNTQFKAL | ACTHEMVLD | PAEESPPFGRVEF | - [(FNIR P TKROTROWNRE
KSNMGRIQWY I ETPCSDSLPWGLVDVF - I VI K P TKRQI RKEVSK]
ETAIYD I LDCDDHMVME VEYEEGFPNEHDE LVNMWTV 'S FNGD VWA EEWARERIDRENITAL
--AKGTKAEYSFKASHEM I IDQDASDKLRFGCVSAK -

Enterobacteria phage RB51 MHIVLFKPTPY-
Yersinia phage PYPS2T MHIVLFKPTPY-
Pectobacterium bacteriophage PM2 VN | Y IMYLDRPHRPPY -
Vibrio phage 1.244.A._10N.261.54.C3/RLGNAS IMHS LAHMLN -
Escherichia phage EcS1

Klebsiella phage vB_Kpn_F48 MRTY IMYHKAC | S - --GLYTKRP IMSDALWENVLDRGSTDKVVFGHVL SE - TV IR CEINTAVREA FRKDW- E8 | | QRQEFE -
Edwardsiella phage PEi20 MKT IVMYYSPEVV~ ~-NKGTKAE | DTVAQENFLEDTGGTNTLPFGYVTMQ- NVARFTKROIRIMES

Edwardsiella phage PEi26 MKT IVMYYSPEVV- ~-NKGTKAE | DTVAGUENFLDTGGTNTLPFGYVTMQ—

Shigella phage SP18 MFVLTQF SKA Y~ ~SYSCQUEWNF IDTPSPKYGVFGRVTTQ- ¥/ TSI

Escherichia phage vB_EcoM_VR7 MFVLTQF SKATY - -SYSCQUEWF IDTPSPKYGVFGRVTTQ- AR PTKRO I RKINNKE

Escherichia phage JS98 -SYSCQUENF IDSPSPKYGVFGRVTTQ- YR P TKRQIRKINNK]
Escherichia phage vB_EcoM_005 -SYSCQWENF IDSPSPKYGVFGRVTTQ- YR P TKROIRKIR

Escherichia phage AnYang -SYSCQWEWF IDSPSPKYGVFGRVTTQ- NWARPTKRQLRK(N

Salmonella phage SHP1 -SYSCQRENF IDSPSPKYGVFGRVTTQ- YR P TKRQLRKINSK]
Escherichia phage phiE142 MQVKLLYRLLK- ~NGKRDRYMLIKT DPNFFSGQ- {FRAYR P TKROL RKIVARES
Escherichia phage RB69 MLAKT DPNFFSGQ- { FRAYR P TKROL RKEVARES
Escherichia phage IME11 MR | QTSLFANKSN- NGGL L GKMDAGIINIWF S E | TNVTERQHYVACH- (KPP TKKQIRKINRE
Citrobacter phage Moogle MRFNTDLFYTDST- GF FGWSPAAAIIQEWF S EDYRED-RQVF VMDY - AV KPTKRQVRKINRE
Shigella phage Sf18 MRFNTDLFYTDST- GF FGGYCVASIQMWF S EEYRGD-MQVFVEDY - (K FTKROIRKIN:RE

]
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Shigella phage vB_SfIM_004 GF FGGYCVASTIQIWF S EDYRED-RQVF VMDY -
Vibrio phage 1.101.0._10N.261.45.C6
Vibrio phage 1.084.0._10N.261.49.F5
Citrobacter phage Moon
Salmonella phage Melville
Salmonella phage vB_SenM-S16
Salmonella phage STML-198
Escherichia phage IME11
Escherichia phage PGN829.1
Salmonella phage FSL SP-076
Salmonella phage FSL SP-058
Klebsiella phage KP8

Shigella phage pSb-1

Escherichia phage vB_EcoP_G7C
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Proteus phage vVB_PvuS_Pm34 ~ MVYYVNFNTNSRF-------————————————| TVAKIINA {FIJeK P TKRQ | RK[YNK]
Pectobacterium bacteriophage PM2 ALWSSYGRPSSKLTRIIYMEAVCR - VIS K PTKKOTRKIFSRIVA
Escherichia phage vB_EcoM_VR7 ITTT I P | | VNEEMKVFLS- ~YGRPNKGRREYMEAVCR - RiP[EITRE FANWA | -

Escherichia phage EcS1 MMLIITTDS IMKT- ’WL SYGRAHPRTGRRUYMEAVCR -

Serratia phage CHI14 MKTWVSYGRPHP - {FINE K P TKKQL RKIFURIZN:ES
Serratia phage CBH8 MKTWVSYGRPHP - A CERTCEINAF KRWAR -

Citrobacter phage Moon MTITTRITVTKE ISL- -Y1SYGRIHPRTARRIYMEAVCR - WAYR P TKKQI RKIFRIZNES
Klebsiella phage KP1 MEAVCR - S ARTEEETAOIHEF MSWAG -

ETGRRVNA-

Salmonella phage STML-198 MTITTRITVTKE---1SLYISYGRIHPRTTDGRYMEAVCR-
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