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gtgtgacctgagcagtgggcaaaggatcggcgtgcaaattggattatttttatgggggtactctgaaact
ccctcactttctctgggaactttttgtgctagggctc agtgac aggcgttgagaaagctgcttc aggaaac
gcccgctatatagc agggc aattggac agtc attggtaacc tcgctc attc attagaatc acgtaagaac
tcaaagggaaacgtgtctctc agaatgagggcgtttgc gtaaatctataggtttttcaacatcgatgcc agt
tgctttgtcttctgtagtc gccaaggtggatgagagttgaagctttgc ggatattgc gaagggttattagattc
ataagtc acacc aagtggtgggcgatccactgagcaaagccgaac ttctcac atgatgacttcaaac a
agac acattaccttcctgc atctgttggggagac aagattttaagac actgagtc tccaggacagcaaa
gccacaatg

actttggcaaagccatccac acgtgac aaaac gtaaggaagtggaagaaaccgtctagagc aatatc
aagtacc acttaattagagaatatttttttaaccttttcctcctcctgcgcc gggtgtgtgatcccggagagc
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tttcctcgctgtcaagcc aaccc ggtgtc gcccttaaaaagc gtcttttcc gaggttcggctcac accgag
atcggggctggagag agagtc agattttgg agcggagcgtttggagagc gagccccagtttggtccc
ctcattgagc tcgctgaagttggcttcctagc ggtgtaggc tggaatagactc ttggcaagctcc gggttg
gtatactgggttaactttgggaaatgcaagtgtttatc accaggatctagcc accggggtggtgtaagcc
gcaaagaaggtaagc accggggcggggaccctgcatccccaattcttgagctattttgatactcgatctt
ccggaaaggacgc gtagtggag aggaggaagtggag agagagcatgagaaatggttgtttcttggt
atttggctagtttaaattgacc taggtgagaacctggggcaaatcgaggtggaggaagctcaatcttcc

ccaatc gaagctc aacc gaagagctaaataatgtctgacccc agtgcctggctctggctgagctctggg
tgcccgtc gctgc tgcc gtgccggggcgcaccc gctggctggctgtc gcac ggttccc agtgc gcccg
ggac tcccgggcttggagaaggaaaccgcc tggggcggcgcgccacctccgcc tgggaggctttg
atgagacccggttccttc aactgccacc actgccttggggcagac gagaaagcgc acggggcccag
ggcagggcgc agggaccagaagc gtgac aac aatgtgactcc actgcc ggggatccgagagc tttg
tgtggaccctgag
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Figure 2 - figure supplement 1


