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Bdnf exon | (640 bp)

taaagc agtagcc ggct ggtge ag aaaa gcaacaagttcccc age gg tettcccgeec tagettgaca
aggcgaag gy tttcttacctggegacagggaaatctcctgagec gagete atcttt gccagagecccag
gtgtgacctgagcagt gggcaaaggatcg gcgt gcaaattg gat tatt tttatg gg ggt actct gaaact
cccteactttctctgg gaacttt ttgt gctag ggctc agt gac aggeg ttg ag aaaget gettc ag gaaac
gcccgctatat agcag ggc aa tfg gac agtcatt ggt aacc tcgetc attc attagaatc acgt aagaac
tcaaagggaaacgtgtctctc agaat gagg gcgtttge gt aaatctataggtt tttcaacatcgatgec agt

tgctttgicttct gtagtc gccaag gtggat gaga gttgaagct ttge ggata ttge gaag ggt tatt ag attc

ataagtcacaccaagtg gt gggcgatccactgagcaaagccgaac ttctcac at gatgacttcaaaca
agacacattaccttcctgc atct gttg gg ga gac aagattttaa gac actgagtc tccaggacagcaaa
gccacaatg

Bdnf exon Il (690 bp)

actttggcaaagccatccac acgt ?ac aaaacgta act; gaagtggaagaa acc?tct a% agcaatatc
aagtacc acttaattagagaat attt tttt aaccttttcctcctect gcgccgggtgtgtgatcccggagagce
agagtccattcagcacc ttg gac agagcc age ggattt gtccgag gt ggt agt acttc atccagg tattc t
tttccteget gtcaagec aacce ggtgte geccttaaaaage gtcttttcc gagg ttcggetcacaccgag
atcggggctggagag agagtc agatttigg agcggagcgt ttggagagc gagccccagttt ggtcce
ctcattgagc tcgct gaagt tg gcttcct age ggt gtagge tggaatagactce ttggcaagctcc gggttg
gtatactgggttaacttt gg gaaat gcaag tgtt tatc accaggatct agcc accggggtggtgtaagec
gcaaagaaggtaagcaccggggcggggaccctgeatccccaattctt gagetatttt gatactcgatctt
c%;ga aaggacgcgt agtg?ag aggaggaagtggag agagagcatgagaaat ggttgt ttctt ggt
atttggct agtt taaatt gacc taggt gagaacctg gggcaaatcgaggtggaggaagctcaatcttcc

Bdnf exon VI (347 bp)

Cccaatc gaagctc aacc gaagagct aaat aat gtctgacccc agt gectggetct ggctgagetctggg
tgcccgic getgc tgee gtgccggggegcacce getgget gget gte geac ggttcccagtge gcceg
ggac tcccgggcttggagaaggaaaccgec tggggeggcgegccacctecgec tgggaggetttg
atgagacccgagttcctic aact gccacc actgecttggggea %ac gagaaagcgcacggggccca ?
ggcagggcge agggaccagaage gtgac aac aat gtgactcc actgec gg ggatccgagage tttg
fgtggaccctgag
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Figure 2 - figure supplement 1



