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r2 = 0.96; m = 0.20

evo = 2.57

A Changing reference sequence

r2 = 0.99; m = 0.17

evo = 2.59

B Including replication timing

r2 = 0.98; m = 0.05

evo = 1.79

r2 = 0.79; m = 0.26

evo = 2.85

r2 = 0.99; m = 0.09

evo = 1.60

C Using mean substitution rates
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r2 = 0.87; m = 0.31

evo = 2.50

DUsing mean of X-to-autosome ratios

r2 = 0.89; m = 0.30

evo = 2.08

r2 = 0.97; m = 0.18

evo = 2.60

r2 = 1.00; m = 0.19

evo = 1.88

E Excluding CpG sites

r2 = 0.89; m = 0.36

evo = 1.42

r2 = 0.95; m = 0.23

evo = 2.54

F Excluding conserved sites
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r2 = 0.56; m = 0.59

evo = 2.36

r2 = 0.78; m = 0.34

evo = 2.72

r2 = 0.95; m = 0.11

evo = 1.58

G Excluding sites affected by gBGC

2 4
Original evo

r2 = 0.41; m = 0.22

evo = 1.90

r2 = 0.77; m = 0.43

evo = 2.46

H
Excluding conserved sites &

those affected by gBGC

2 4
Original evo

r2 = 0.91; m = 0.18

evo = 1.94

r2 = 1.00; m = 0.04

evo = 1.66

I Including microchromosomes

Comparison of evo in each branch under variations of the pipline

Taxon (original evo)
Birds (1.78)
Mammals (2.76)
Snakes (1.69)


