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Comparison of @ey in each branch under variations of the pipline

A Changing reference sequence

Qevo = 2.57 L

~ r’=0.87;m=0.31

G Excluding sites affected by gBGC

- ¢ e
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5;m=0.11
14 & 78;m=0.34
56;m = 0.59
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B Including replication timing

Qevo = 2.59 7

r’=0.99;m=0.17
E Excluding CpG sites

Gevo = 2.08

é’evo =2.60 ///
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Excluding conserved sites &
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Qevo = 1.90 -
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Original devo
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Using mean substitution rates
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Excluding conserved sites

Qeyo = 1.42 ,f
QAovo = 2.54 S

Taxon (original Eevo)
e Birds (1.78)

Mammals (2.76)
e Snakes (1.69)

Including microchromosomes
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