





	ABD single-step: two-state catch bond, non-directional fit

	
	2 → 0
	2 → 1
	1 → 0
	1 → 2

	
	0.003
	0.94
	2.31
	1.71

	CI (s-1)
	(0.003, 0.16)
	(0.40, 1000)
	(1.00, 4.74)
	(0.51, 4.07)

	 
	1.29
	0.65
	0.19
	0.09

	CI (nm)
	(0.12, 1.45)
	(0.29, 10.37)
	(0.002, 0.44)
	(0.004, 0.42)





	αE-catenin monomer single-step: two-state catch bond, non-directional fit

	
	2 → 0
	2 → 1
	1 → 0
	1 → 2

	
	0.003
	15.36
	18.39
	5.00

	CI (s-1)
	(0.003, 0.44)
	(4.81, 1000)
	(12.09, 24.22)
	(0.68, 10.09)

	 
	2.06
	2.13
	0.002
	0.25

	CI (nm)
	(0.008, 2.67)
	(1.22, 8.17)
	(0.002, 0.283)
	(0.004, 1.56)






