Figure 2- figure supplement 3
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BRCA2 (NM_000059.3) aa #1655
TAC (tyrosine)

PEO1 BRCA2 (5193C>G mutation)
TAG (stop codon)

PEO4 BRCA2 (5193C>T mutation)
TAT (tyrosine)
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1 ﬁtgwaagaaatgcagaattctctcaataatgataaaaaccttgtttctattgagactgtggt

X 10 * 20 X 30 X 40 ¥ 50 X 60 X 70 X 80

gccacctaagctcttaagtgataatttatgtagacaaactgaaaatctcaaaacatcaaaaagtatctttttgaaagttaaa
gtacatgaaaatgtagaaaaaqaaacagcaaaaagtcctgcaacttgtTAIacaaatcag:ccccttattcagtcattgaaa
attcagccttagctttttacacaagttgtagtagaaaaacttctgtgagtcagacttcattacttgaagcaaaaaaatggct
tagagaaggaatatttgatggtcaaccagaaagaataaatactgcagattatgtaggaaattatttgtatgaaaataattca
aacagtactatagctgaaaatgacaaaaatcatctctccgaaaaacaagatacttatttaagtaacagtageatgtcetaaca
gctattcctaccattctgatgaggtatataatgattcaggatatctctcaaaaaataaacttgattctggtattgagecagt
attgaagaatgttgaagatcaaaaaaacactagtttttccaaagtaatatccaatgtaaaagatgcaaatgcatacccacaa
actgtaaatgaagatat




