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UU quadrant genes where 
pair bond  L2FC < -0.30 
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DD quadrant genes where 
pair bond L2FC > 0.30

negative regulation of transferase activity
postsynaptic modulation of chemical synaptic transmission

associative learning
monoamine transport

behavioral response to cocaine
negative regulation of kinase activity

muscle contraction
negative regulation of phosphorylation

negative regulation of protein kinase activity
catecholamine transport

locomotory behavior
negative regulation of protein phosphorylation

cognition
synaptic transmission, dopaminergic

learning or memory
response to amine

response to amphetamine
learning

regulation of long−term synaptic potentiation
positive regulation of long−term synaptic potentiation
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mammary gland epithelial cell differentiation

regulation of GTPase activity
N−glycan processing

cell−cell junction organization
potassium ion transmembrane transport

monovalent inorganic cation transport
regulation of synapse organization

homophilic cell adhesion via plasma membrane adhesion molecules
synaptic transmission, glutamatergic

transition metal ion transport
action potential propagation

neuronal action potential propagation
positive regulation of cold−induced thermogenesis

potassium ion transport
transmission of nerve impulse

positive regulation of synaptic transmission, glutamatergic
cell junction assembly

cell−cell adhesion via plasma−membrane adhesion molecules
regulation of synapse structure or activity

synapse organization
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