>

OE19R1

Cc

Pearson’s Pearson’s 5 Chr19:29,844,909 10kb . ‘
r=0.99. r=0.99 . 4 050 _Md LMl OE19KASseq
- 3 015 ot z A :_AL_:___“ OE19 ATAC-seq
2 015 4 o bl OE19 H3K27Ac
1 T 4 ChIP-seq
CCNE1 AC008798.2 CCNEZe
v ke Pearson’s 5
r=0.99 - 4
o = 4D
9 £
& - Chr20:43,657,287 , 15kb ‘
2 N '
015 {17
1 ! l 1 L OE19 KAS-seq
o5 Lo
L% ™ k] ¥ S (oA i OE19 ATAC-seq
OE19R3 05 i o OE19 H3K27Ac
[ | l I I I I I I I ChIP-seq
MYBL2e MYBL2
/,.7.-” H3K27Ac distribution
i i ® 7 N
| i \.‘ i O eRNAregions 5y OKAS + OKAS
| 915 | 272 4328 k2 eRNA eRNA
\ A / /O Intergenic § 35
\.\ 0 / KAS-seq peaks =
g A
S o
p <3.7x102 2 1.0 12

Distance from peak centre (kb)



