Selected anti-gephyrin DARPin sequences

| MRGS(8H) | N-terminal cap | AR 1 | AR.2 | AR.3 | Cterminalcap | FLAG tag
Consensus MRGSHHHHHHHHGSDLGKKLLEAAIHGQLDEVRILMANGADVNAXDXXGHTPLHLAAXXGHLE IVEVLLKXGADVNAXDXXGXTPLHLAAXXGHLE IVEVLLKXGADVNAXDXXGXTPLHLAAXXGHLE IVEVLLKXGADVNAQDRWGETPFDLAAWFGNEDIAEVLQKAAKLNDYKDDDDK
2783 MRGSHHHHHHHHGS DLGKKLLEAA 1HGQLDEVR 1LMANGADVNATDLQGHTPL HLAAKWGHLE [VEVLLKTGADVNAEDVRGYTPLHLAAL WGHLE [VEVLLKHGADVNA QDRVWGETPFDLAAWFGNEDIAEVLQKAAKL NDYKDDDDK
2785 MRGSHHHHHHHHGS DLGKKLLEAAFMGQHDEVR 1LMANGADVNAQDKAGHT P L HLAAQUGHLE IVEVLLKTGADVNASDWYG ITPLHLAAWNGHLE [VEVLLKHGADVNA QOWDGNTPFDLAAMVGNED TAEVLQKAAKL NDYKDDDDK
2712 MRGSHHHHHHHHGS DLGKKLLEAARAGQDDEVR 1LMANGADVNAVDK HGHTPL HLAAAWGHL E [VEVLLKTGADVNAQDQHGYTPLHLAAWYGHLE [VEVLLKHGADVNA QDKFGKTPFDLAAMAGNEDIAEVLQKAAKL NDYKDDDDK
2762 MRGSHHHHHHHHGS DLGKKLLEAARAGQDDEVR 1LMANGADVNANDF TGYTPLHLAAKEGHLE IVEVLLKTGADVNA 1DKRGNTPLHL AAWRGHLE [VEVLLKHGADVNA QOVYGTTPFDLAAWAGNED IAEVLQKAAKL NDYKDDDDK
2703 MRGSHHHHHHHHGSDLGKKLLEAARAGQDDEVR ILMANGADVNAY DT FGWTP L HL AAANGHLE 1VEVL LKTGADVNANDQRGNTPLHL AAWDGHLE IVEVLLKHGADVNA QONFG ITPFDLAAY RGNEDTAEVLQKAAKL NDYKDDDDK

27D5 MRGSHHHHHHHHGSDLGKNLLEAAVQGQDDEVR ILMANGADVNAEDF HGLTPLHLAAWHGHLE IVEVLLKTGADYNAHDM IGTPLHLAARVGHLE IVEVLLKAGADVNAWDT RGRTPLHLAAWAGHLE IVEVLLKHGADVNAQDKFGKTPFDLAIDNGNED IAEVLQKAAKLNDYKDDDDK
2764 MRGSHHHHHHHHGSDLGKKLLEAARAGQDDEVR ILMANGADVNA| HTPLHLAAYLGHLE IVEVLLKTGADVNAYDKHGHTPLHLAASWGHLE IVEVLLKAGADVNASDHTGRTPLHLAAWYGHLE IVEVLLKAGADVNAQDKFGKTPFDLA IDNGNED IAEVLQKAAKLNDYKDDDDK
27F3 MRGSHHHHHHHHGSDLGKKLLEAARAGQDDEVR ILMANGADVNASDVVGQTPLHLAAWSGHLE IVEVLLKTGADYNAEDMVGNTPLHLAAYVGHLE IVEVLLKAGADVNADDF RGRTPLHLAAYYGHLE IVEVLLKHGADVNAQDKFGKTPFDLAIDNGNEDIAEVLQKAAKLNDYKDDDDK

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180

X = Variable residue



