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27D5

27G4

27F3

MRG SHHHHHHHHG SDL G KNL L E A A VQGQDDE V R I L MA NG ADVNA E DF HG L T P L HL A AWHGHL E I V E V L L K TG ADVNAHDM IGWT P L HL A A RVG HL E I V E V L L K AG ADVNAWDT RG R T P L HL A AWAGHL E I V E V L L KHG ADVNAQDK F G K T P F DL A I DNG NE D I A E V L Q K A A K L NDY KDDDDK

MRG SHHHHHHHHG SDL G KK L L E A A R AGQDDE V R I L MA NG ADVNA E DA KG HT P L HL A A Y L G HL E I V E V L L K TG ADVNA Y DKHGHT P L HL A A SWGHL E I V E V L L K AG ADVNA SDHTG R T P L HL A AWYG HL E I V E V L L K AG ADV NAQDK F G K T P F DL A I DNG NE D I A E V L Q K A A K L NDY KDDDDK

MRG SHHHHHHHHG SDL G KK L L E A A R AGQDDE V R I L MA NG ADVNA SDV VGQ T P L HL A AWSGHL E I V E V L L K TG ADVNA E DMVGNT P L HL A A Y VG HL E I V E V L L K AG ADVNADDF RG R T P L HL A A Y YG HL E I V E V L L KHG A DVNAQDK F G K T P F DL A I DNG NE D I A E V L Q K A A K L NDY KDDDDK

27B3

27B5

27H2

27G2

27D3

MRG SHHHHHHHHG SDL G KK L L E A A I HGQ L DE V R I L MA NG ADVNA T DL QGHT P L HL A A KWGHL E I V E V L L K TG ADVNA E DV RG Y T P L HL A A L WGHL E I V E V L L KHG ADVNA QDRWG E T P F DL A AWF G NE D I A E V L Q K A A K L NDY KDDDDK

MRG SHHHHHHHHG SDL G KK L L E A A F MGQHDE V R I L MA NG ADVNAQDKAG HT P L HL A AQMGHL E I V E V L L K TG ADVNA SDWYG I T P L HL A AWNGHL E I V E V L L KHG ADVNA QDWDGNT P F DL A AMVG NE D I A E V L Q K A A K L NDY KDDDDK

MRG SHHHHHHHHG SDL G KK L L E A A R AGQDDE V R I L MA NG ADVNAWDKHGHT P L HL A A AWGHL E I V E V L L K TG ADVNAQDQMG Y T P L HL A AWYGHL E I V E V L L KHG ADVNA QDK F G K T P F DL A AMAG NE D I A E V L Q K A A K L NDY KDDDDK

MRG SHHHHHHHHG SDL G KK L L E A A R AGQDDE V R I L MA NG ADVNAMDF TG Y T P L HL A A K EG HL E I V E V L L K TG ADVNA I DK RG NT P L HL A AWRGHL E I V E V L L KHG ADVNA QDV YG T T P F DL A AWAGNE D I A E V L Q K A A K L NDY KDDDDK

MRG SHHHHHHHHG SDL G KK L L E A A R AGQDDE V R I L MA NG ADVNA VDT F GWT P L HL A A A NG HL E I V E V L L K TG ADVNANDQRGNT P L HL A AWDGHL E I V E V L L KHG ADVNA QDNF G I T P F DL A A Y RG NE D I A E V L Q K A A K L NDY KDDDDK

FLAG tagA.R. 3 C terminal capA.R. 2MRGS(8H) N-terminal cap A.R. 1

X = Variable residue

MRG SHHHHHHHHG SDL G KK L L E A A I HGQL DE V R I L MA NG ADVNAXDXXGHT P L HL A AXXGHL E I V E V L L KXG ADVNAXDXXGXT P L HL A AXXGHL E I V E V L L KXG ADVNAXDXXGXT P L HL A AXXGHL E I V E V L L KXG ADVNAQ DRWG E T P F DL A AWF G NE D I A E V LQ K A A K L NDY KDDDDKConsensus


