Supplementary File 1. Yeast strains used in the study

	Strain
	Genotype 
	Source

	SEY6210
	MATalpha leu2-3,112 ura3-52 his3-∆200 trp-∆901 lys2-801 suc2-∆9 GAL
	Reggiori Lab

	CUY2489
	MATalpha his3-∆200 leu2-∆0 lys2-∆0 met15-∆0 trp1-∆63 ura3-∆0 VPS11::HIS3-GAL1pr VPS16::NatNT2-GAL1pr VPS18::KanMX-GAL1pr
	Ostrowicz et al., 2010

	CUY13050
	MATa his3-∆200 met15-∆0 trp1-∆63 ura3-∆0 VPS41::TRP1-GAL1pr VPS39::KanMX-GAL1pr VPS33::HIS3-Gal1pr VPS41::HphNT1-FLAG
	This study

	CUY13080
	CUY2489xCUY13050
	This study

	CUY13079
	MATa his3-∆200 leu2-∆0 met15-∆0 trp1-∆63 ura3-∆0 VPS39::KanMX-Gal1pr VPS33::HIS3-GAL1pr VPS41∆aa1-499::NatNT2-GAL1pr VPS41∆N::3xFLAG-HphNT1
	This study

	CUY13194
	MATalpha his3-∆200 leu2-∆0 lys2-∆0 met15-∆0 trp1-∆63 ura3-∆0 VPS11::HIS3-GAL1pr VPS16::NatNT2-GAL1pr VPS18::KanMX-GAL1pr-3HA VPS41::∆aa1-499-TRP1
	This study

	CUY13195
	CUY13079xCUY13194
	This study

	CUY13751
	MATalpha his3-∆200 leu2-∆0 lys2-∆0 met15-∆0 trp1-∆63 ura3-∆0 VPS11::HIS3-GAL1pr VPS18::TRP-GAL1pr VPS39::KanMX-GAL1pr VPS39::FLAG-HphNT1
	This study

	CUY13764
	Matalpha his3-∆200 leu2-∆0 lys2-∆0 met15-∆0 trp1-∆63 ura3-∆0 VPS11∆aa1-349::URA-GAL1pr VPS16::NatNT2-GAL1pr VPS18::KanMX-GAL1pr-3HA
VPS39::TRP1-GAL1pr VPS39::KanMX-GAL1pr VPS33::HIS3-Gal1pr VPS41::HphNT1-FLAG
	This study

	CUY1908
	MATa his3-∆200 met15-∆0 trp1-∆63 ura3-∆0 VPS392::TRP1-GAL1pr VPS41::KanMX-GAL1pr Vps33::HIS3-Gal1pr
	Ungermann lab

	CUY13751
	MATalpha his3-∆200 leu2-∆0 lys2-∆0 met15-∆0 trp1-∆63 ura3-∆0 VPS11::HIS3-GAL1pr VPS16::kanMX-GALpr1 VPS18∆aa1-335::TRP-GAL1pr VPS18::FLAG-HphNT1
	This study

	CUY13763
	CUY1908xCUY13763
	This study

	CUY2742
	Mat alpha vps11-1(Ts) leu2-3,112 ura3-52 his3-∆200 trp1-∆901 lys2-801 suc2-∆9 VPS11-1::HIS3-HA
	Robinson et al. 1991

	CUY2743
	Mat alpha vps11-3(Ts) leu2-3,112 ura3-52 his3-∆200 trp1-∆901 lys2-801 suc2-∆9
	Robinson et al. 1991

	CUY2744
	Mat alpha vps18-1(Ts) leu2-3,112 his3-∆200 trp1-∆901 lys2-801 suc2-∆9
	Robinson et al. 1991

	CUY13557
	MATalpha leu2-3,112 ura3-52 his3-∆200 trp-∆901 lys2-801 suc2-∆9 VPS41::ALFA-HphNT1
	This study

	CUY13598
	Mat alpha leu2-3,112 ura3-52 his3-∆200 trp1-∆901 lys2-801 suc2-∆9 VPS11-1::HIS3-HA VPS41::ALFA-HphNT1
	This study

	CUY13559
	Mat alpha leu2-3,112 ura3-52 his3-∆200 trp1-∆901 lys2-801 suc2-∆9 VPS41::ALFA-HphNT1
	This study

	CUY13561
	Mat alpha leu2-3,112 his3-∆200 trp1-∆901 lys2-801 suc2-∆9 VPS41::ALFA-HphNT1
	This study
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