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Population specific estimate - CEU vs. initial estimate
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« Overlapping: 5,738,298 (96.3%)
10° § « Nonoverlapping: 219,082 (3.7%)
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« Overlapping: 13,596,002 (74.8%)
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Mutations shared by 2 pops, YRI vs. CEU
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. Overlapping: 5,875,240 (93.0%)
« Nonoverlapping: 441,775 (7.0%)

10° 10! 10? 10° 10* 10° 10°

T T

YRI

C
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Population specific estimate - CHB vs. initial estimate
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. Overlapping: 7,027,041 (80.0%)
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« Overlapping: 5,161,937 (92.1%)
« Nonoverlapping: 443,905 (7.9%)
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