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R-HSA-3214815: HDACs deacetylate histones

GO0:0045814: negative regulation of gene expression, epigenetic

G0:0060968: regulation of gene silencing

R-HSA-2559584: Formation of Senescence-Associated Heterochromatin Foci (SAHF)
G0:0048729: tissue morphogenesis

G0:0070848: response to growth factor

GO0:0051056: regulation of small GTPase mediated signal transduction
G0:0007423: sensory organ development

G0:0030155: regulation of cell adhesion

R-HSA-8866654: E3 ubiquitin ligases ubiquitinate target proteins

G0:0048514: blood vessel morphogenesis

G0:0000904: cell morphogenesis involved in differentiation

G0:0003151: outflow tract morphogenesis

G0:0060485: mesenchyme development

G0:0007169: transmembrane receptor protein tyrosine kinase signaling pathway
WP2840: Hair follicle development: cytodifferentiation - part 3 of 3

GO0:0070100: negative regulation of chemokine-mediated signaling pathway
ko04261: Adrenergic signaling in cardiomyocytes

GO0:0048839: inner ear development

G0:0050673: epithelial cell proliferation



