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R-HSA-3214815: HDACs deacetylate histones
R-HSA-5689880: Ub-specific processing proteases
R-HSA-1266695: Interleukin-7 signaling
R-HSA-8866654: E3 ubiquitin ligases ubiquitinate target proteins
R-HSA-140342: Apoptosis induced DNA fragmentation
R-HSA-5628897: TP53 Regulates Metabolic Genes
GO0:0060411: cardiac septum morphogenesis
G0:0006518: peptide metabolic process

hsa05200: Pathways in cancer

hsa04390: Hippo signaling pathway

R-HSA-4086398: Ca2+ pathway

R-HSA-112316: Neuronal System

G0:0072132: mesenchyme morphogenesis
G0:0048736: appendage development

GO0:1901214: regulation of neuron death
G0:0021537: telencephalon development
GO0:0045454: cell redox homeostasis

G0:0051963: regulation of synapse assembly
G0:0070585: protein localization to mitochondrion
WP2447: Amyotrophic lateral sclerosis (ALS)



