
Fa
m7
1e
1

Lr
rc4
b

Jo
sd
2

40

20

0

FP
KM

 (>
1)

Em
c1
0

My
bp
c2

Po
ld1

Nr
1h
2

pC
ha

rm
e

NS

***

CharmeWT CharmeKO

A
Figure 2-figure supplement 1

C

D

FP
KM

70

35

0

***
***

***

***
***

***

Cc
nb
1

Bi
rc5 Bu
b1

Sp
dl1

Cc
na
2

Ki
-6
7

Up-regulated genes

30

60

Ca
cn
a1
c

Sm
ad
3

No
tch
3

Cu
l7Ju
p

My
o1
8b

0

**

**

***** **
**

Down-regulated genes

B

CharmeWT CharmeKO

D
AP

I/K
I-6

7

*

Ki
-6

7 
po

si
tiv

e 
nu

cl
ei

/to
ta

l n
uc

le
i

0

0,9

1,8

Leading logFC dim 1 (60%)

Le
ad

in
g 

lo
gF

C
 d

im
 2

 (2
0%

)

WT1

WT2
WT3

KO1

KO2

RT-qPCR 
CharmeWT

X Pool 1 

RNA-seq

+
Pool 2 
Pool 3 

Pool 1 
Pool 2 

Pool 4 
Pool 5 

Pool 3 
Pool 4 

CharmeKO

X

CharmeWT CharmeKO

GF
*1,2

0,6

0

Le
ct

in
 s

ig
na

l /
 v

en
tri

cl
e 

ar
ea

CharmeWT CharmeKO
E15.5

TNNT2
Lectin

CharmeWT CharmeKO

C
ha
rm
eW

T
C
ha
rm
eK

O

I

H

CharmeWT CharmeKO

E
E15.5

Ki-67 Birc5 Ccna2

1.4

0.7

0

R
N

A 
fo

ld
 e

nr
ic

hm
en

t

NS
NS

CharmeWT CharmeKO

Ki
-6

7 
po

si
tiv

e 
nu

cl
ei

/to
ta

l n
uc

le
i 0.6

0.3

0

Charm
eW
T

Charm
eK
O

FS
(%

)

***

ES
D

 (m
m

)

Charm
eW
T

Charm
eK
O

ED
D

 (m
m

)

Charm
eW
T

Charm
eK
O

**

Nppa

β-actin

M WT KO

1 0.55
P=0.03

2.4

1.2

0

R
N

A 
fo

ld
 e

nr
ic

hm
en

t

E15.5

Gja5 Etv1 Sema3a Irx3

* 0.08

Nppa

NS

CharmeWT CharmeKO

CharmeWT CharmeKO

PN2

D
AP

I/K
I-6

7


