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NTSEQUENCEVERIFICATION

Doboth files (AAandNT)have thesamenumberof sequences?

Are there linker sequencesat the5' and3' endsof all sequences?

Areall sequences thesame length?

Are thereany long runsof (>8NT)of singlenucleotide?

Do the translatedsequencesmatch those in theoriginal peptide file?

Areall restrictionsites (HINDIII, EcoR1) removed?

PEPTIDEPROCESSINGSTEPS


