
PF3D7_1420400.1-p1glycine--tRNA_ligase

PF3D7_1018800.1-p1conserved_protein__unknown_function

PFIT_1316400.1-p1transcription_factor_with_AP2_domain(s)

PF3D7_0927200.1-p1zinc_finger_protein__putative

PF3D7_1229300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1352700.1-p1P-loop_containing_nucleoside_triphosphate_hydrolase__putative

PF3D7_0904900.1-p1copper-transporting_ATPase

PFIT_1250000.1-p1THO_complex_subunit_2__putative

PF3D7_1449700.1-p1exosome_complex_exonuclease_RRP6

PF3D7_1112600.1-p1DNA_helicase__putative

PF3D7_0622100.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0423600.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1224800.1-p1isoleucine--tRNA_ligase__putative

PF3D7_0309200.1-p1serine/threonine_protein_kinase__putative

PF3D7_1123500.
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PFIT_0602900.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1211900.1-p1non-SERCA-type_Ca2+_-transporting_P-ATPase

PF3D7_1028400.1-p1nucleolar_preribosomal_assembly_protein__putative

PF3D7_1475200.1-p1conserved_protein__unknown_function

PF3D7_110810
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PF3D7_0108700.1-p1secreted_ookinete_protein__putative

PFIT_1227000.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1035700.1-p1duffy_binding-like_merozoite_surface_protein

PF3D7_1443100.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1319200.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0406500.1-p1NYN_domain-containing_protein__putative

PF3D7_1103400.1-p1FeS_cluster_assembly_protein_SufD__putative

PF3D7_1406600.1-p1ATP-dependent_Clp_protease_regulatory_subunit_ClpC__putative

PF3D7_1146000.1-p1ribosome_assembly_protein_4__putative

PF3D7_1018200.1-p1serine/threonine_protein_phosphatase_8__putative

PF3D7_1138400.1-p1guanylyl_cyclase

PF3D7_0424700.1-p1serine/threonine_protein_kinase__FIKK_family

PF3D7_1023900.1-p1chromodomain-helicase-DNA-binding_protein_1_homolog__putative

PF3D7_0717600.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0404100.1-p1pre-mRNA-processing-splicing_factor_8__putative

PF3D7_0820000.1-p1Snf2-related_CBP_activator__putative

PF3D7_1410300.1-p1WD_repeat-containing_protein__putative

PF3D7_1343900.1-p1U4/U6_small_nuclear_ribonucleoprotein_PRP4__putative

PF3D7_0510000.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0515500.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0322800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0201600.1-p1PHISTb_domain-containing_RESA-like_protein_1

PF3D7_0203000.1-p1repetitive_organellar_protein__putative

PF3D7_0301000.1-p1acyl-CoA_synthetase

PF3D7_0713500.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0909100.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0507200.1-p1subtilisin-like_protease_3

PF3D7_0202000.1-p1knob-associated_histidine-rich_protein

PF3D7_1409600.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0418600.1-p1zinc_finger_protein__putative

PF3D7_1109100.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0722800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0525200.1-p1structural_maintenance_of_chromosomes_protein_6__putative

PF3D7_1434500.1-p1dynein-related_AAA-type_ATPase__putative

PF3D7_0407800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0322700.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1350500.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0207700.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1205400.1-p1high_mobility_group_protein_B3__putative

PF3D7_0628100.1-p1HECT-domain_(ubiquitin-transferase)__putative

PF3D7_0401900.1-p1acyl-CoA_synthetase

PFIT_1444100.1-p1protein_transport_protein_SEC7__putative

PFIT_0311300.1-p1protein_kinase__putative

PF3D7_0727800.1-p1cation_transporting_ATPase__putative

PF3D7_0504000.1-p1cation_transporting_P-ATP
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T_1325800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1107300.1-p1polyadenylate-binding_protein-interacting_protein_1__putative

PF3D7_1136200.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1245600.1-p1kinesin__putative

PFIT_0914100.1-p1pseudouridylate_synthase__putative

PF3D7_1106700.1-p1DNA_replication_ATP-dependent_helicase/nuclease_DNA2__putative

PF3D7_0803100.1-p1U3_small_nucleolar_RNA-associated_protein_14__putative

PF3D7_1039000.1-p1serine/threonine_protein_kinase__FIKK_family

PF3D7_1450400.1-p1zinc_finger_protein__putative

PFIT_0907600.1-p1ATP-dependent_heat_shock_protein__putative

PFIT_1354800.1-p1NLI_interacting_factor-like_phosphatase__putative

PFIT_1325700.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0207000.1-p1merozoite_surface_protein_4

PF3D7_0602000.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1248700.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1337400.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1239500.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0214400.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1222400.1-p1AP2_domain_transcription_factor

PF3D7_0110100.1-p1selenocysteine-specific_elongation_factor_selB_homologue__putative

PFIT_0805900.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1475300.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_0422200.1-p1erythrocyte_membrane-associated_antigen

PFIT_1473000.1-p1con
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PF3D7_1249800.1-p1THO_complex_subunit_2__putative

ri f in

PF3D7_1211600.1-p1lysine-specific_histone_demethylase_1__putative

PF3D7_1337500.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1205900.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0505000.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_0310200.1-p1phd_finger_protein__putative

Pfmc-2TM

PF3D7_0114000.1-p1exported_protein_family_1

PF3D7_1229600.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1321100.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1125700.1-p1kelch_domain-containing_protein__putative

PF3D7_0629500.1-p1amino_acid_transporter__putative

PF3D7_0906700.1-p1leucine-rich_repeat_protein

PFIT_0626000.1-p1ankyrin-repeat_protein__putative

PF3D7_1209300.1-p1zinc_finger_transcription_factor__putative

PF3D7_0901700.1-p1Plasmodium_exported_protein_(hyp5)__unknown_function

PF3D7_1202300.1-p1dynein_heavy_chain__putative

PFIT_0601000.1-p1ATP-dependent_RNA_helicase__putative

PF3D7_1134200.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1036200.1-p1DNA_polymerase_zeta_catalytic_subunit__putative

PFIT_0607800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0510100.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1036300.1-p1duffy_binding-like_merozoite_surface_protein_2

PF3D7_0108300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0801000.1-p1Plasmodium_exported_protein_(PHISTc)__unknown_function

PF3D7_0407300.1-p1transcription_factor__putative

PFIT_0521000.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0617100.1-p1AP-
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PF3D7_0909900.1-p1helicase_SKI2W__putative

PF3D7_0221700.1-p1Plasmodium_exported_protein__unknown_function

PF3D7_0728200.1-p1actin-like_protein__putative

PF3D7_0806800.1-p1V-type_proton_ATPase_subunit_a__putative

PF3D7_0501400.1-p1interspersed_repeat_antigen

PF3D7_1312700.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0620400.1-p1merozoite_surface_protein_10

PF3D7_1224400.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1404900.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1456000.1-p1AP2_domain_transcription_factor__putative

PF3D7_0505700.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_0724600.1-p1protein_kinase__putative

PF3D7_1124300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1015100.1-p1CWC16_domain-containing_protein__putative

PF3D7_1141700.1-p1OTU_domain-containing_protein__putative

PF3D7_0220500.1-p1Plasmodium_exported_protein_(hyp2)__unknown_function

PF3D7_0213900.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0725100.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PFIT_1123900.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1317200.1-p1AP2_domain_transcription_factor__putative

PF3D7_1037000.1-p1DNA_polymerase_zeta_catalytic_subunit__putative

PFIT_1475500.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0518700.1-p1mRNA-binding_protein_PUF1

PF3D7_0611800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1033000.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_0713300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0811400.1-p1conserved_protein__unknown_function

PFIT_1363400.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0417600.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1409500.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0703500.1-p1erythrocyte_membrane-associated_antigen

PF3D7_0103300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0719400.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0707300.1-p1rhoptry-associated_membraPnFe3_Da7n_tig0e3n02100.1-p1serine/threonine_protein_kinase

PF3D7_1419400.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_0925800.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1311100.1-p1meiosis-specific_nuclear_structural_protein_1__putative

PF3D7_0704000.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_0102200.1-p1ring-infected_erythrocyte_surface_antigen

PF3D7_0513200.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0715200.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1348800.1-p1E1-E2_ATPase__putative

PF3D7_0113300.1-p1Plasmodium_exported_protein_(hyp1)__unknown_function

PF3D7_1429200.1-p1AP2_domain_transcription_factor_AP2-O3__putative

PF3D7_1417600
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PFIT_1456800.1-p1ferlin__putative

PF3D7_0935600.1-p1gametocytogenesis-implicated_protein

PF3D7_1415500.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_0914000.1-p1pseudouridylate_synthase__putative

PF3D7_1123100.1-p1calcium-dependent_protein_kinase_7

PFIT_0702900.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PFIT_1127
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PF3D7_1016300.1-p1glycophorin_binding_protein

PFIT_1342100.1-p1transcription_factor_with_AP2_domain(s)

PF3D7_1405300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1415600.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1362700.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0317300.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0505400.1-p1conserved_Plasmodium_protein__unknown_function

PFIT_1127700.1-p1RNA-binding_protein__putative

PF3D7_1350700.1-p1N6-adenine-specific_methylase__putative

PFIT_0614400.1-p1ribonuclease__putative

PF3D7_0903300.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_1120600.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0405300.1-p1liver_specific_protein_2__putative

PF3D7_0918700.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0500800.1-p1mature_parasite-infected_erythrocyte_surface_antigen

PF3D7_1342900.1-p1AP2_domain_transcription_factor__putative

PF3D7_0804500.1-p1conserved_Plasmodium_membrane_protein__unknown_function

PF3D7_1014900.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1031500.1-p1DEAD/DEAH_box_helicase__putative

Surfin

PF3D7_1133800.1-p1RNA_(uracil-5-)methyltransferase__putative

PF3D7_1003700.1-p1MKT1_domain-containing_protein__putative

EBA-140

PF3D7_1137600.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1355600.1-p1conserved_Plasmodium_protein__unknown_function
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protein_(PHISTb)__unknown_function

PFIT_1469000.1-p1rab_GTPase_activator__putative

PF3D7_140100
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PFIT_1320900.1-p1splicing_factor_1

PF3D7_1435300
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PF3D7_1235300.1-p1CCR4-NOT_transcription_complex_subunit_4__putative

PF3D7_0617200.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_0604500.1-p1conserved_Plasmodium_protein__unknown_function

PF3D7_1474000.1-p1probable_protein__unknown_function

PF3D7_1117900.1-p1conserved_Plasmodium_protein__unknown_function
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Figure 6 - figure supplement 5


