

Supplementary File 3. Species abundances in community types used for in silico modeling of metabolic flux. Abundances for each species were taken from (1)

	
	P. aeruginosa
	S. sanguinis
	P. melaninogenica
	S. aureus

	Pseudomonas-dominated (Pa.D)
	77.6%
	3.0%
	6.2%
	1.6%

	Streptococcus-dominated (Strep.D)
	4.4%
	49.5%
	16.9%
	1.7%

	Pa.M1
	55.6%
	13.6%
	10.2%
	1.2%

	Pa.M2
	67.7%
	2.7%
	10.4%
	2.5%
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