Ara+3
Ara-4 A
Ara-3 1
Ara-2
Ara-1 -

Ara+5 A

Ara+4

Ara+2 A

Ara+1 A
Ara-6 -

kkk  kkk

Ara-5 A

\\Q}s&(‘?s@

flInC

Flagellar apparatus

Ara-4

N

QD

R 3

W©

N

ST

W © S

s@o W© %

&S & %@ Q&

QD
eSS SIS AV

- Ara-4
Ara 4\ ra\

| #hD [ ] |

Ara-4  Ara-4

Base position in ancestor

1956 600 1957 200
Base position in ancestor

1956 300 1 956 60

Glyoxylate bypass pathway

ool B — e
Ara-4
Ara-3 1
Ara-2 - b h
Ara-1 1 - * -
Ara+4 1
Ara+2 A
Ara+1 A *
Ara-6 | [N
Ara-5 A
L $ » X o
\0/ > RS & RS
Iéra-1 Ara-%ﬁ%ﬁl Ara-f‘ra%+ AQAra-%rEF
iclR | LT | arcB | [ N
Ara+4
4 202 000 4 202 500 3286000 3287000 3288000
Base position in ancestor Base position in ancestor
E
Glycine cleavage
Ara+3 1 -
Ara-4 -
Ara-3 -
Ara_2 - dkkk Kk dkkk
Ara-1 - I
Ara+5 A >
Ara+d © - I
Ara+2 - dkkk *k *kkk
Ara+1 1 I
Ara-6 -
Ara-5 A **
& \$ & Q Q o>
N 3 Ry R R\ KQ
N S$ S
Ara-1 Ara+3 Ara-1
purR | [1 gevA | | '
Ara-2 Ara=4~ Ara-4
1715 500 1716 000 2836500 2837000 283750
Base position in ancestor Base position in ancestor

log,(fold-change) . !

<-3 0 23

- Mutation type ¢ Deletion e

Arginine biosynthesis

Ara+3 1 *
Ara-4 | *
Ara-3 1
Ara-2 |
Ara-1 1

Ara+5 -

Ara+4 A

Ara+2 -

Ara+1 A
Ara-6 -
Ara-5 - *

*k *

*kkk

Ara'2Ara—1 Ara- 2A/ra 1 Aras

argR |/ |/|

3313 000
Base position in ancestor

3312 500

Sulfur compounds

Ara+3 |
Ara-4q *
Ara-3 1
Ara-2 A
Ara-1 1

Ara+5 -

Ara+4 -

Ara+2 -

Ara+1
Ara-6 -
Ara-5 A

*k *%

*
* *kk
* *k *% Kkkk  kkkk

* * *

*k

*
*

0@ SRR

AN R
cﬁ%‘\% K P

O AN
cﬁ% 0*9 cﬁ%

Q
&

90$ &

\’bcﬁcﬁ

Ara-1
cysB | |
Ara+3

Ar:la-2
[

1332 800 1333 200

Base position in ancestor

1332 400

Copper/silver transport

Ara+3 1
Ara-4 A
Ara-3 1
Ara-2 1
Ara-1 1

Ara+5 -

Ara+4 A

Ara+2 -

Ara+1
Ara-6 -
Ara-5 A

*kk

cusR

cueR | |

AraArh-4 Ara-1

486 200 486 400

Base position in ancestor Base position in ancestor

Insertional

[ )
element

SNP

500 000 550000 600000 650 000



