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Figure 4 — Figure Supplement 1. CRISPR pooled screen sgRNA read counts. (A)
Read counts of control sgRNA (red) and targeting sgRNA (blue) from Brie library of an
undifferentiated replicate. (B) Distribution of the fraction of unique sgRNA having a
given read count for total control (orange) and targeting (blue)sgRNA of an
undifferentiated replicate. Normal distribution is overlaid (red). All data are
representative of all samples sequenced for CRISPR screens.



