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Supplementary File 1A: IC50 values for different myosin isoforms
	Isoform
	Species
	IC50/Ki [M]
	Citation

	Skeletal Muscle Myosin II
	Rabbit
	0.11
	Varkuti et. al.

	Fast skeletal
	Rabbit
	0.5
	Limouze et. al.

	Skeletal Muscle Myosin II
	Rabbit
	0.28
	Radnai et. al.

	β-cardiac
	Porcine
	1.2
	Limouze et. al.

	β-cardiac
	Porcine
	1.9
	Radnai et. al.

	Nonmuscle Myosin IIA
	Human
	5.1
	Limouze et. al.

	Nonmuscle Myosin IIA
	Human
	3.58
	Zhang et. al.

	Nonmuscle Myosin IIA
	Human
	2.9
	Radnai et. al.

	Unphosphorylated Smooth Muscle Myosin II
	Chicken
	17.5
	Wang et. al.

	Unphosphorylated Smooth Muscle Myosin II
	Bovine
	10.1
	Wang et. al.

	Phosphorylated Smooth Muscle Myosin II
	Chicken
	23.5
	Wang et. al.

	Smooth Muscle Myosin
	Chicken
	6.47
	Zhang et. al.

	Smooth Muscle Myosin 2A and 2B
	Chicken
	3
	Eddinger et. al.

	Smooth Muscle Myosin
	Turkey
	79.6
	Limouze et. al.

	Smooth Muscle Myosin II
	Chicken
	3.2
	Radnai et. al.





Supplementary File 1B: Percent identity in motor domain sequence between myosin-II isoforms in this study

	
	MYH11
	MYH9
	MYH7b
	MYH7
	MYH2

	MYH11
	100
	84.58
	52.03
	52.45
	51.56

	MYH9
	84.58
	100
	51.01
	52.23
	50.67

	MYH7b
	52.03
	51.01
	100
	69.65
	66.24

	MYH7
	52.45
	52.23
	69.65
	100
	80.77

	MYH2
	51.56
	50.67
	66.24
	80.77
	100




Supplementary File 1C: Structural similarity between myosin-II prepowerstroke state crystal structures as assessed by C- root mean square deviation

Units of Å
	
	5N6A
	1BR2
	5I4E

	5N6A
	-
	0.75
	0.79

	1BR2
	0.75
	-
	0.57

	5I4E
	0.79
	0.57
	-



