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ATGGAAACTCTTCCAGAAAATGAGACAGATGTGGGAGAGAAGAGCACTTTGGACCTGATAGATTCCCATTACGAGACAGT TIXHIAAAAGAAGCACTCTTATGAAATATAAGATACTCTGTGTTGTTCTTTTCATTTCTTTGGTGGCTGTAGCCCTTGGACTAGGTTTAGGGCTTGGA
M ETL®PENETDVGEIKSTTLDTLTIUDSHYETV K RSTLMEKYKTIULCVVLFTIZSLVAVALGLTGTLTGTLS®G
ATGGAAACTCTTCCAGAAAATGAGACAGATGTGGGAGAGAAGAGCACTTTGGACCTGATAGATTCCCATTACGAGACAGT TINMIAAAAGAAGCACTCTTATGAAATATAAGATACTCTGTGTTGTTCTTTTCATTTCTTTGGTGGCTGTAGCCCTTGGACTAGGTTTAGGGCTTGGA
M ETL®PENETHDVGEIKSTLDTLTIUDSHYETV K RSTLMEKYKTILCVVLFTISLVAVYALGLTGTLTGTLSG®G

CTGAAACAATCTAAGCAACCACTAGAGAGCTGCAGAAACAGATGTAATGAGACATTCAGTGAAGAGCTATCGTACTGTAGTTGTGATAACAAGTGTACAGAACGCAAAGCTTGCTGCTGGGATTATCAGGATNSITGTGTGCTACCAACTCAGAGTTGGTCTTGCAATAAATTACGT
L KQSKQPLESTCRNRCNETTFSETELSYT CSCDNEKT CTERIKACCWDYA QD cCvL>iLPTOQSWSCNSIKTLTR
CTGAAACAATCTAAGCAACCACTAGAGAGCTGCAGAAACAGATGTAATGAGACATTCAGTGAAGAGCTATCATACTGTAGTTGTGATAACAAGTGTACAGAACGCAAAGCTTGCTGCTGGGATTATCAGGATIMITGTGTGCTACCAACTCAGAGTTGGTCTTGCAATAAATTACGT
L KQSKQPLESTCRNRCNETTFSETELSYT CSCDNEKT CTERIEKACCWDYA QD cCv>iPTOQSWSCNKTLR
L KQSKQPLESCRNRCNETTFSETELSYT CSCDNEKT CTERIEKACCWDYA QD cCv>iLPTOQSWSCNIKTLTR

RSN E6

TGTGGTGAGAAGCGAATGGCCAATGTATTATGCTCCTGTTCTGAAGACTGCTTGACGAAAAAAGATTGCTGTACAGACTACAAAAGCATCTGCAAAAGAGAAACATCATGGCTGAAAGATCAGTGTGCTTCTTCTAGTGCTTCTCAGTGTCCAGAAGGGTTTGATCAGTCCCCACTT
C GEKRMANVLCSCSEDT CLTIKSEKDT CCTHDYI K STI CKRETS SWLI KD QCASSSASOQC®PEGTFDA QSU®PL

ATTCTTTTTTCAATGGATGGCTTTAGGGCTGAATATTTGGAAACCTGGGATACTTTAATGCCCAATATCAATAAGCTTAAAACTTGTGGGACTCATGCCAAATACATGAGAGCTGTTTATCCAACCAAAACCTTTGTAAACCACTACACTATTGTTACAGGCTTGTATGCAGAAACC
I LFSMDGFRAEYLETWDTLMPNTINIKILIEKTT CGTHAKYMRAVY?PTI KTTFVNHYTTIUVTS GTLYATET

CATGGCATTATTGACAATAATATGTATGATGTGAAATTAAATCAGAACTTCTCACTTTCTGGAAGTAACATGAGAAATGCTGCCTGGTGGGGTGGACAACCTATTTGGCATACAGCAAGCTATCAAGGTTTGAAAGCAGCCACCTACTTTTGGCCTGGATCTGAAGTAAAAATAAAT
HGITIDNNMYDVKLNAQNTFS SLSGSNMRNAAWWGG GO QPTIWHTASYOQGLI KAATYF FWPGSEVKTIN

GGATCTTACCCAACTATATACAAAGTTTATAACAAATCAACTCCATTTGAAGCAAGAGTTATGGAGGTGCTAAAGTGGCTAGATCTCCCCAAAGCTAAGAGGCCAGATTTCTCCACATTGTATATTGAGGAACCGGACACAACTGGACATAAATTTGGACCTGTTAGTGGACAAGTA
GSYPTIYKVYNKSTPFEARVMEVLIKWLIDLPIKAKRPDTFS STLYTIEEPDTTSGHTI KTFGPVSGAQV

ATTAAGTCTTTACAAATGGCAGATCGGACCCTGGGAATGTTGATGGAAGGCCTAAAGCAAAGGAATCTGCATAATTGTGTCAATCTTATCCTTCTGGCTGATCATGGCATGGAGGCAATATCCTGTAACCGGBIRAGAATACATGIGATTATTTTAATACAGTTGATTTTTTTATG
ATTAAGTCTTTACAAATGGCAGATCGGACCCTGGGAATGTTGATGGAAGGCCTAAAGCAAAGGAATCTGCATAATTGTGTCAATCTTATCCTTCTGGCTGATCATGGCATGGAGGCAATATCCTGTAACCGGREEGAATACATGIMAGATTATTTTAATACAGTTGATTTTTTTATG
I K SLQMADRTLGMLMESGLI K QRNLHNCVNLTILTLADHGGMEA AIS ST CNRLEYMTDYFNTVDFTFWM

TATGAAGGTGCAGCACCTCGTATTCGATCAAAAAATGTTCCAAAAGACTTTTATACATTTGATTCTGAAGCAATTGTTAAALYXECTTACATGCCGAAAGCCAAAACAGCACTTTAAAGCTTACTTGGCCAAAGACCTTCCAAAGAGACTACACTTTGCTAACAACATTCGCATTGAC
TATGAAGGTGCAGCACCTCGTATTCGATCAAAAAATGTTCCAAAAGACTTTTATACATTTGATTCTGAAGCAATTGTTAAALYYACTTACATGCCGAAAGCCAAAACAGCACTTTAAAGCTTACTTGGCCAAAGACCTTCCAAAGAGACTACACTTTGCTAACAACATTCGCATTGAC
Y EGAAPRTIWRSIKNYVYPKDFYTFDSEAIVI KT KTLTT CRIKUPKA QHTFZ KAYLAKTDTLPIKRLMHFANNTIRTIHD

AAAGTTAATCTGATGGTTGATCGACAGTGGTTGGCCGTGAGGAATAAAAAATATAAATATTGTTCTGGTGGTACCCATGGCTACGACAATGAATTTAAAAGTATGGAGGCTATCTTTTTAGCACACGGGCCAGGCTTTAAGGAAAAAACTGAGGTGACGTCTTTTGAAAACATTGAA
K vV.N L MVDR QWLAVRNIEKIEKYZKYCSGGTHGYDNETFZ KSMEAITFLAHSGPG GTF KTEIKTEVTSTFENTIIE

GTTTATAACTTAATGTGTGATCTCCTGAAGCTTAAACCTGCTCCAAACAATGGAACACATGGAAGCTTGAATCACCTCCTAAAAAATCCTTTCTACAATCCTTCTCCAGCAAAAGAACAATCTCCTCCTCTTTACTGCCTTTTTGGCCCCGTTCCCAGTCCAGATGTTTCAGGATGT
vVYy NLMCDLTLI KTLIKPAPNNGTHGSILNHLILIKNPFYNPSPAKEQS®PPLYCLFGPVPSPDVSGHEC

AAATGTAGCTCAATAACAGATTTAGAAGCAGTGAATCAAAGGTTAAACCTCATTGATCAAGCAAAAATGCAGTCTGAAGCTGATAATTTGCCTTATGGAAGACCCCACGTTCTACAGCACAGCAAGTACTGCCTCCTTCACCAGACTAAATATATAAGCGCATATAGTCAAGACATC
K ¢S SITDILEAVNOQRLNLTIDQAKMOQSEADNLZPYGRPHVLQHSKYT CLLHQTIKYTISAYSQDTI

TTGATGCCATTATGGAATTCATATACTATCAGCAAATCACTGGTTAAACCAACTTCTGCCCCTCCCAGTGCTTCAGACTGTCTGCGGCTAGATGTTCGAATCCCCACAGTTCAGAGTCAAACTTGCTCCAACTACCAGCCAGACCTGGCTATCACCCCCGGCTTCCTCTATCCTCCC
L MPLWNSYTTIU SIKS SLVKPTSAPPSASDC CLRLDVRIPTVQSOQTT CSNYOQPDLAITZPGTFTLYPTFP

.E22 B et e e e e eeneeeeseoeeeeeeanreeresaneesessanreeeeeaeeeeesanreeeessamrereesanrereessoreriesaaeeeesaareeeesanrereenns

GACTTCAGCTCATCTGGCCCTGAGCAGTATGATGCTCTAATTACTAGCAACATTGTTCCTATGTACAAAGAATTTGCACGATTGTGGAATTACTTCCATAGTACCCTACTTCCAAAATATGCTACAGAGAGAAATGGACTAAATGTCATCAGTGGGCCTATTTTTGATTATAATTAT
bFSSSGPEQYDALTITS SNTIVPMYKEFARLWNYFHSTLLPKYATERNGLNVYVISG®PTITFDYNY

GATGGGCACTTTGATCCTTATGACACAATCGATCAGTATGTAAACAATACAAAGATTCCCATCCCAACCCATTACTTTGTTGTGCTGACTAGCTGTGAGAATTCAACCAAAACTCCACTAAACTGTCCACCAGGCTCTTTGAAAGTTTTGTCTTTTATTCTCCCTCATCGTCCTGAC
bDGHFDPYDTTIDOQYVNNTI KTIPTI®PTHYTFVV LTS CENSTI KT®PLNTCPPGSILIKVLSTFTITLZPHTRTPD

AACTCAGAGAGCTGTGCTGACAAATCACCAGACAATCTGTGGGTTGAAGAAAGAATGCAGACTCATACAGCACGTGTTCGTGATGTGGAACTCCTTACTGGTCTGGATTTTTATTCAGCGHMIAAACAACCTCTCTCAGAAACCCTTCGATTGAAAACATTTCTGCCTATATTTATA
AACTCAGAGAGCTGTGCTGACAAATCACCAGACAATCTGTGGGTTGAAGAAAGAATGCAGACTCATACAGCACGTGTTCGTGATGTGGAACTCCTTACTGGTCTGGATTTTTATTCAGCGHEEAAACAACCTCTCTCAGAAACCCTTCGATTGAAAACATTTCTGCCTATATTTATA
NS ESCADI KSPDNLWYVEERMOQTHTARYVRDVELLTSGLDTFYSALIKAOQPLSETILRLIKTTFTLPTITFTI

AACTCAGTTAACTGA
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