(A) Putative core promoter of PDE-Ela

|P|P.molurus(Python)
|V|P. flavoviridis(Habu)
|V|B.jararaca(Jararaca)
|V|P.mucrosquamatus(TH)
[V|C.viridis(PR)
[V|C.tigris(TR)

|H| M. thanlyinensis

|C| T.sirtalis(CGS)
|C|P.guttatus(CS)
|C|P.catenifer(GS)
|C|P.obsoletus(WRS)

|C| T.elegans(WTGS)

|E| 0. hannah(KC)

|E|P. textilis(EBS)
|E|N.scutatus(MTS)
|E|N.naja(IC)

|Hy | H. curtus(SSS)

|Hy | H. cyanocinctus(BSS)

(B) Alternative translation start sites recruited by 3’

|P|P.molurus(Python)
|V|P. flavoviridis(Habu)
|V| P.mucrosquamatus(TH)
[V|C.viridis(PR)
|V|C.tigris(TR)

|H| M. thanlyinensis

|H| H. buccata(MWS)

|C| T.sirtalis(CGS)

| P.guttatus(CS)
.conanti(MK)
.nigriceps(PBS)
.lineatus
.subtaeniatus(WYSS)
.schokari(SSR)
.monspessulanus(MS)
0. hannah(KC)
N.naja(IC)
N.scutatus(MTS)
L.colubrina(YSK)

| H.curtus(SSS)

| H. cyanocinctus(BSS)
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TATA-Box Putative initiator
TTTGTTAAA---------- GCAGAAGCACGTTATTCTGGAAAATGAGAGTAAGGAGTACCTATCTGATAAAATATCTCTAAAATACATCTCTTTCTAGG
TCTCTGGCA---------- GTAAAAATATATTATTTTGGAGAGGGAAGAAAATGAGAAACTATTTGATAAAACACCTCTAACATGCATCTGCCTTTAGG
TCTCTGTCATTTtGTTAAAGTAAAAATATATTATTTTGGAGAGGGAAGAAAatgataaaCTATTTGAtaaaacacctcTAACATGCATCTGCCTTTAGG
TCTCTGGCA---------- GTAAAAATATATTAATTTGGAGAGGGAAGAAAATGAGAAACTATTTGATAAAACACCTCTAACATGCATCTGCCTTTAGG

TCTCTGGCATTTTGTTAAAGTAAAAATATATTATTTTGGAGAGGGAAGAAAATGAGAAACTATTTGATAAAACACCTCTAACATGCATCTGCCTTTGGG
TCTCTGGCATTTTGTTAAAGTAAAAATATATTATTTTGGAGAGGGAAGAAAATGAGAAACTATTTGATAAAACACCTCTAACATGCATCTGCCTTTGGG

TCTCCAGTGTTTTGTTA-AGTAAAAGTATATTATTCTGGAGTGGGAGGAAA-------~ ATATTTGA----------- TAACATACATCTGCTTTTAGG
TCTCTGGAATTTTGTTAAAG------ TATATTATTCTGGTCCAGGAGGAGA-------- ATATTTGA----------- TAACATGCCTCTGTCTTTAGG
TCTCTGTCATTTTGTTAAAATAAAAGTATATTATTCTGGCACAGGAGGAAA-------- ATATTTGA----------- TAATATGCATCTGCCTTAAGG
TCTCTGTCATTTtGTTAAAATAAAAGTATATTATTCTGGCACAGGAGGAAA-------~ ATATTTGA----------- TAATATGCATCTGGCTTAAGG
TCTCTGTCATTTtGTTAAAATAAAAGTATATTATTCTGGCACAGGAGGAAA-------- ATATTTGA----------- TAATATGCATCTGCCTTAAGG
TCTCTGGAATTTtGTTAAGG------ TATATTATTCTGGTCCAGGAGGAGA-------- ATATTTGA----------- TAACATGCCTCTGTTTTTAGG
TCTCTGTCATTT-GTTAAAATACAGGTATACTATTCTGGTGCAGGAGGAAA-------~ ATATTTGA----------- TAATATGCACCTGCGTTTAGG
TCTCTGTCATTT-GTTAAAATACAAGTATACTATTCTGGTGCAGGAGGAAA-------~ ATATTTGA----------- TAATATGCACCTGCGTTTAGG
TCTCTGTCATTT-GTTAAAATACAAGTATAGTATTCTGGTGCAGGAGGAAA-------~ ATATTTGA----------- TAATATGCACCTGCGTTTAGG
TCTCTGTCATTT-GTTAAAATACAAGTATACTATTCTGGTGCAGGAGGAAA-------~ ATATTTGA----------- TAATATGCACCTGCATTTAGG
TCTCTGTCATTT-GTTAAAATACAAGTATACTATTCTGGTGCAGGAGGAAA-------~ ATATTTGA----------- TAATATGCACCTGCGTTTAGG
TCTCTGTCATTT-GTTAAAATACAAGTATACTATTCTGGTGCAGGAGGAAA-------~ ATATTTGA----------- TAATATGCACCTGCGTTTAGG
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(C) Putative core promoter of PDE-E1b

|E| 0. hannah(KC)

|E|P. textilis(EBS)
|E|N. scutatus(MTS)
|E|L.colubrina(YSK)
|[E|N.naja(IC)

|Hy | H. curtus(SSS)

|Hy | H. cyanocinctus(BSS)
|CSME | P. textilis(EBS)
ICSME| L. colubrina(YSK)
|CSME | H. curtus(SSS)

Abbreviations
TH: Taiwanese habu,

WTGS: Western terrestrial garter snake,
KC: King cobra,

Montpellier snake,

and BSS: Blue-banded sea snake.
mobile element DRO148352.

PR: Prairie rattlesnake,

TATA-Box Putative initiator DPE (Downstream promoter element)
GAAGATTTGATATTTAGAAAGAGTGCCATCTTATGGTCAAAAATTTAACTTGTTTTTTTT---AAAGGATACTGTTTCTTAAAGAACTTTAAGG
GAAGATTCGATATAAC-AAAGAGTTCCATCTTGTGG-CAAAAATCTAACTTGTTTTTTTTT--AAAGGATACTGTTTCTTAAAGAACTTTAAGG
GAAGATTTGATATAAC-AAAGAGTGCCATCTTGTGGCCAAAAATTTAACTTGTTTTTTTT---AAAGGATACTGTTTCTTAAAGAACTTTAAGG
TGTGATTTGATATAAC-AAAGAGTGCCATCTTGTGGCCAAAAATTCAACTTGTTTTTTTTT--AAAGGATACTGTTTCTTAAAGAACTTTAAGG
GAAGATTTAATATAAC-AAAGAGTGCCATCTTATGGTCAAAAATTTAACTTTTTTTTT----- AAAGGATACTGTTTCTTAAAGAACTTTAAGG
GAAGATTTGAAATAAC-AAAGAGTGCCATCTTGTGGCCAAAAATTTAACTTTGCTTTTTTT-AAAAGGATATTGTTTCTTAAAGAACTTTAAGG
GAAGATTTGAAATAAC-AAAGAGTGCCATCTTGTGGCCAAAAATTTAACTTTGCTTTTTTT-AAAAGGATATTGTTTCTTAAAGAACTTTAAGG
GAAGACTTAGCATAAT-AAAGAGTGCCATCTCAGTT----AAACTCAACTTGTTTTTCTTTTAAAAAAC-CTTGTTTCTT---GAAATTGCATG
GAAGACTTAGCATAAT-AAAGAGTGCCATCTCAGTT----AAACTCAACTTGTTTTTCTTTTAAAAAACTCTTGTTTCTT---GAAATTGCATG
GAAGACTTAGCATAAT-AAAGAGTGCCATCTCAGTT----AAACTCAACTTGTTTTTCTTTTAAAAAAC-CTTGTTTCTT---GAAATTGCATG

Homologous region in the consensus sequence of mobile element DRO148352

TR: Terrestrial rattlesnake, CGS: Common garter snake, CS: Corn snake, GS: Gopher snake, WRS: Western rat snake,
PBS: Plain black-headed snake, WYSS: Western yellow-bellied sand snake, SSR: Schokari sand racer,
MTS: Mainland tiger snake, YSK: Yellow-lipped sea krait, IC: India cobra,

H: Homalopsidae, C: Colubridae, E: Elapidae, Hy: Hydrophiidae and CSME: Consensus sequence of

MK: Milk snake,
EBS: Eastern brown snake,

P: Pythonidae, V: Viperidae,

MS:
SSS: Shaw's sea snake



