E1 E2 junction
ENPP3-E1
|P|P.molurus(Python) METLSAE--ETTLGEKSNLELIDCQTETLVKKSTLRKYKILCAJIVLFISLVVVALGLGLGLGNGEYIS0]
NANR P E172)% Vg Tk R GE LT M ENEPEDKDENEMENKSISDIEEDFOKEREEKRSTERKYK T L CVIIVLFISLVAVAL GLGL GL G GEI70]0]
NS EI I PEI R ET 1 =T ) IMEMEPED IDEN EMCEKSTED BEDEQTERTTKRSTERNYKT L CVIIVLFISLVAVAL GLGLGL G20 x0]
N AN gl VELE R QL M EMEPEDKDENEMECKS FADREDEQREREEKRSTERKYK T L CVIIVL FISLVAVAL GLGL GL G GEI70] 0]
|V|C.viridis(PR) MEMFPEDKDETEMGEKRTLDLVDFQTERITIKRSTLRKYKILCVJIVLFISLVAVTLGLGLGL G|M'0]0]
|V|C.tigris(TR) MEMFPEDKDETEMGEKSTLDLVDFQTERIIKRSTLRKYKILCVIJVLFISLVAVTLGLGLGL GRA3"e]0]
|H| M. thanlyinensis METISAN--EIDMGEKSIWD----HSEPIINKSTLRKYKILCVJJVLFISLVAVALGLGLGLGRGEYYeIH0]
|H| H. buccata(MWS) METISAN--EIDMGEKSTLDLKDSHSEPIIKRSTLRKYKILCVJJVLFISLVAVALGLGLGLGNERYYeEEs

|C| 7T.sirtalis(CGS) MEMLVAD--KTHMGERSTLDLTDSHTETIIKRSTLRKYKILCVJJVLFISLVAVALGLGLGLGRRe[0E
|C|P.guttatus(CS) METIAAD--ETNFGEKSTLDLIDSHSETMIKRSTLRKYKILCVIJVLFISLVAVALGLGLGLGRASZ4S
|C|P.catenifer(GS) METIAAD--KTNFGEKSTLDLIDSHSEKMIKRSTLRKYKILCVJJVLFISLVAVALGLGLGLGRASE NS
|C|P.obsoletus(WRS) METIAAD--ETNFGEKSTLDLIDSHSETMIKRSTLRKYKILCVIJVLFISLVAVALGLGLGLGRASZ=N{ZS

|C| T.elegans(WTGS) METLVAD--KTHMGERSTLDLTDSHTETIIKRSTLRKYKILCVJJVLFISLVAVALGLGLGLGRARe[0E
|C|R. subminiatus(RK) METLAAD--ETDMGEKSTLDLIHSNSETITKKSTLRKYKILCVIJVLFISLVAVTLGLGLGLGRAR{e{e[o]e]
|C|7.conanti METLVAD=--KTHMGERSTLDLTDSHTETIIKRSTLRKYKILCVJJVLFISLVTVALGLGLGLGRRe0
|C| T.nigriceps(PBS) DLVDFQAERTIKKSTLRKYKILCVIIVLFISLVAVTLGLGLGLGIM(=4Ye[x0]
|D|H.nasicus(WHS) METLAVD--EVDMGEKSTLDLIDSQSETIIKRSTLKKYKILCVJJVLFISLVAVALGLGLALGRS=SISeI0]
ID| C. 1ineatus METFAAD--ETDMGEKSTLDLVDSHSETITIKRSTLRKYKILCVIJVLFISLVAVALGLGLALGRASS=e[e]

|D|H. leopardinus MQTLTAD--ETDMGENSTLDLVDSHSETIIKRRTLRKYKILCVJJVLFISLVAVAFGLGLALGRA=ISe[0]
([N 1 EXE VA M ENEPAES= BN ETCEKSSIEDIREDSHPEKTVKRSTERKYO T CLIJVLFTSLVAVALGLGLGL GIRY= 3 M0]
|L|P.schokari(SSR) METLPAE--ETEIGEKSSLDLIDSHPEKIVKRSTLRKYQILCLJJVLFISLVAVALGLGLGLGRA=4NIZ0]
(N LEE ELE G BV EN EPAES= ENDMGEKNNIEDEEDSHSENVKRSTERKYK I L CVIJVLFTSLLAVALGLGL GL GOl 3N 20]
|E| 0. hannah(KC) METLPED--QTDMGEKSTLDLIDSHTESVIKRSTLRKYKILCVJJVLFISLVAVALGLGLGLGRGSI(OI0]
|E|N.scutatus(MTS) METLPAD--QTDMGEKSTLELLDFHTETVIKKSTLRKYKILCVIJVLFISLVAVALGLGLGLGRYORINeIZ]
|E|L.colubrina(YSK) METLPAD--QTDMGEKSTLELLDSHTETVIKKSTLRKYKILCVJJVLFISLVAVALGLGLGLGRYOSI(I0]
|E|W.aegyptia(DC) METLPED--QTDMGEKSTLDLIDSHNETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRYORINe[ZN
|E| H. haemachatus(RH) METLPED--QT---EKSTLDLIESHNETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRYS(0I4N
|E|N.annulifera(SC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRIORINe[ZN
|E|N.atra(CC) METLPEN--ETDVGEKSTLDLIDSHYETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRAS(0I4N
|E|N.haje(EC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCAJJVLFISLVAVALGLGLGLGRIONNe[ZN
|E|N. kaouthia(MC) METLPEN--ETDVGEKSTLDLIDSHYETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRYOSI(0/4N
|E|N.naja(IC) METLPEN--ETDVGEKSTLDLIDSHYETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRNOSINe[ZN

|E|N.nigricollis(BSC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRYOSI(0/4N
|E|N.nivea(Cape Cobra) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRYOSINeZN
|E|N.pallida(RSC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRAOSI(0I4N
|E|N.siamensis(TSC) METLPEN--ETDVGEKSTLDLIDSHYETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRNOSINe[ZN
|E|N. subfulva(BFC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRAOSI(0I4N

|E|N.sumatrana(ESC) METLPEN--ETDVGEKSTLDLIDSHYETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRNOSINe[ZN
|E|N.mossambica(MSC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVJJVLFISLVAVALGLGLGLGRAOSI(0I4N
|E|N.nubiae(NSC) METLPEN--ETDMGEKSTLDLIDSHYETVIKRSTLMKYKILCVIJVLFISLVAVALGLGLGLGRNOSINe[ZN
|Hy | H. curtus(SSS) METLPAD--QTDQGEKSTLELLDSHTETVIKKSTLKKYKILCVJVLFISLVAVALGLGLGLGRIORINe[Z]

A RS lleler Yyl 7S GRS MM ETERAD == QN DKCEKSEERED SHRE VR KKS REKKKT L CVIIVEETSLVAVAL GLGLG L GR(e R (o] o]
PDE-E1a (Conserved in all snake genomes but not expressed in Elapidae and Hydrophiidae

|P|P.molurus(Python) VAR SRS EVAA A Ee el el EGLKKSVEPQ
|V|P. flavoviridis(Habu) VARSES BN EE el e EGLKKSVQPQ
|V|B.jararaca(Jararaca) VEFTSLEVAVAEGCLEGLEGLCI M o]0}
|V|P.mucrosquamatus(TH) VEEISEVAVAEGEGLEGLE ] M e0]20]
|V|C.viridis(PR) VEETSEVAVIEGLEGLEGLe] M= 3ol 0]
|V|C.tigris(TR) VEETSEVAVIEEGEGLEGLEe]|MN=o[ o]
|H| M. thanlyinensis VARSI BN EE e e EGLKKSVQPQ
|H| H. buccata(MWS) VLFISLVAVALGLGLGL{e|EN=oEEy
|C| T.sirtalis(CGS) VEFTSLEVAVALEGLEGLEGL e ololol
|C|P.guttatus(CS) VLFISLVAVALGLGLGL{¢|ENSZo433
|C|P.catenifer(GS) VLFISLVAVALGLGLGL(IE[{42y4
|C|P.obsoletus(WRS) VLFISLVAVALGLGLGL{¢|EN=Za{3
|C| T.elegans(WTGS) VAR SES BN R e HelHelEGLKDSQQQ-
|C|R.subminiatus(RK) VEETSEVAVAEGEGLEGLc] M N olo[o]o]
|C| 7.conanti VAESES AR AR e Hel HelEGLKDSQQQ-
|C| 7.nigriceps(PBS) VEETSEVAVIEEGEGLEGLc]NN=xo]o]
|D|H.nasicus(WHS) VLFISLVAVALGLGLAL(IEqSe]x0}
|L|P.subtaeniatus(WYSS) VLFISLVAVALGLGLGL{¢|EN=ZMy0]
|L|P.schokari(SSR) VLFISLVAVALGLGLGL{cIE[{S 3 Mpxoe}
|L|M.monspessulanus(MS) VEFISEEAVAEGEGLEGLE clo] (=2 W5 0]
|E| 0. hannah(KC) * VAESES BN e He HelEGLKPSKQPQ
|E|N.scutatus(MTS)* VEETSEVAVAEGEGLEGLc]MNON (0]0]
|E|L.colubrina(YSK)* VAESES BN e He HeEGLKQSKQPQ
|E|N.naja(IC)* VEETSEVAVAEGCEGLEGLC]NNON (o] 4 R
|Hy | H. curtus(SSS)* VAESES BN e He HeEGLKQSKQPQ
|Hy | H.cyanocinctus(BSS) * VAREES BN EE HEl e EGLKQSKQPQ

PDE-E1b (Only found in the genomes and transcriptomes of Elapidae and Hydrophiidae)
|E| 0. hannah(KC) MRCKKJJVLFISLVAVALGLGLGL€]EGRIN0] Lo}

|[E|N. scutatus(MTS) RCKKKIIVEFTS EVAVAEGEGLEGE(C] (0N (0]20]
|E|L.colubrina(YSK) MRYKKJJVLFISLVAVALGLGLGL{c]SNOR{0]X0]
|E|W.aegyptia(DC) MRCKK{JVLFISLVAVALGLGLGL(c/N OIS
|E| H. haemachatus(RH) MRCKKJJVLFISLVAVALGLGLGLE]HNORI(o]4N
|E|N.annulifera(SC) MRCKKJJVLFISLVAVALGLGLGL{c/HNOSI(0]YN
|[E|N.atra(CC) MRFKKJIVLFISLVAVALGLGLGL{IE(ON (o]R
|[E|N.haje(EC) MRCKKIJVLFISLVAVALGLGLGL{c/HNOEI(e]YN
|E|N. kaouthia(MC) MRFKKJIVLFISLVAVALGLGLGL{IE(ON (o[R
|[E|N.naja(IC) MRFKKIJVLFISLVAVALGLGLGL{c/HNOEI(e]YN
|E|N.nigricollis(BSC) MRCKKJIVLFISLVAVALGLGLGL{IE(ON (o]N
|E|N.nivea(Cape Cobra) MRCKKIJVLFISLVAVALGLGLGL{c/HNOEI(o]N
|E|N.pallida(RSC) MRCKKJIVLFISLVAVALGLGLGL{IE(ON (o]N
|E|N.philippinensis(PSC) MRFKKJVLFISLVAVALGLGLGL{]HI LI
|E|N.siamensis(TSC) MRFKKJIVLFISLVAVALGLGLGL{IE(ON (o[R
|E|N.subfulva(BFC) MRCKKIJVLFISLVAVALGLGLGL{c/HOEI(o]N
|E|N.sumatrana(ESC) MRFKKJIVLFISLVAVALGLGLGL{IE(ON (o[R
|E|N.mossambica(MSC) MRCKKIJVLFISLVAVALGLGLGL{c/HOEI(o]N
|[E|N.nubiae(NSC) MRCKKJIVLFISLVAVALGLGLGL{IE(ON (o]N
|Hy | H. curtus(SSS) MRCKKIIVEETS EVAVAEGEGEGE(C]M(ON (0]20]

|Hy | H. cyanocinctus(BSS) MRCKKJIVLFISLVAVALGLGLGL{EISNORI(0]/0]
* Conserved in the genomes but not expressed in the transcriptomes (only selected sequences were shown).

Abbreviations for the common names:

Taiwanese habu (TH), Prairie rattlesnake (PR), Terrestrial rattlesnake (TR), Masked water snake (MWS), Common garter snake
(CGS), Corn snake (CS), Gopher snake (GS), Western rat snake (WRS), Western terrestrial garter snake (WTGS), Red-necked
keelback (RK), Plain black-headed snake (PBS), Western hognose snake (WHS), Western yellow-bellied sand snake (WYSS),
Schokari sand racer (SSR), Montpellier snake (MS), King cobra (KC), Mainland tiger snake (MTS), Yellow-lipped sea krait (YSK),
India cobra (IC), Desert cobra (DC), Rinkhals (RH), Snouted cobra (SC), Chinese cobra (CC), Egyptian cobra (EC), Monocled cobra
(MC), Black-necked spitting cobra (BSC), Red spitting cobra (RSC), Philippine spitting cobra (PSC), Thai spitting cobra (TSC),
Brown forest cobra (BFC), Equatorial spitting cobra (ESC), Mozambique spitting cobra (MSC), Nubian spitting cobra (NSC), Shaw’s
sea snake (SSS), Blue-banded sea snake (BSS).

Abbreviations for the clades:
Pythonidae (P), Viperidae (V), Homalopsidae (H), Colubridae (C), Dipsadidae (D), Lamprophiidae (L), Elapidae (E) and
Hydrophiidae (Hy).



