A ;

_ , , A2 VVTLTELPSGNDTSGLEN
Amino Terminal Domain Al FVPAATDAQAGGDNSSVOQ Glu
: GluA2-383/GluA1-DAQ E. coli Gitl
Linker coGFP
+ Truncated IGluSnFR
Ligand Binding Domain > Glu
Transmembrane Domain M4
COOH
B C D
A2-383-SnFR A1-DAQ-SnFR 5 o
10 mM Gilu 10 mM Gilu | ¢
—~ ) 5' ©
f'; (@ B E 0 — o
- 200, W - 421: & 4-
£ -400+ E 6- J 3
S 2 T
3 -600- 3 8. |
150 - 60 - 2- §
o 140+ S 50- 1.
3 130- o
D 40 - .
E 120 —M |5£|_ 30 m O_I :8:. | I_E‘_I | |
c 1104 - & &
100 - T T T T T T T 20 T T T T T Q)'%(\? O_'%(\? (”3(\??\
04 _08 1.2 1 2 3 4 5 3R s ov

Time (s) Time (s) RN



