Figure 6 — figure supplement 1
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Summary of GO function:
DEG clusters HU45 (rad53%?27A vs WT)

1. cell cycle, replication , repair,
negative regulation of gene
expression

Mitosis, MT and spindle function,
cell division, cytokinesis

2. oxidation-reduction process,
energy derivation

3. proteolysis; actin cytoskeleton
organization and ER stress

6. nucleotide, oxidation-reduction
process; all histone genes

7. ribosome biogenesis
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