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TATCCGGGGAATAAACGTTGGACCTTTTTGGGTTTCTGATACAAATATCTTTTCGATCCAACAGCCTCTTCGCCCCACCACACATTCTCCAGCAACATGAACAAGTGCATCTCCATCCTCCTCGCCACGGCAACCTCTACCTCTGCCTTCGTCACACATCAAGGTRTCGGTGGCAGATATGCAGTCACCCTACACGCCGAGAAGCAAGTG

ATAGGCCCCTTATTTGCAACCTGGAAAAACCCAAAGACTATGTTTATAGAAAAGCTAGGTTGTCGGAGAAGCGGGGTGGTGTGTAAGAGGTCGTTGTACTTGTTCACGTAGAGGTAGGAGGAGCGGTGCCGTTGGAGATGGAGACGGAAGCAGTGTGTAGTTCCAYAGCCACCGTCTATACGTCAGTGGGATGTGCGGCTCTTCGTTCAC
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GGCGTCTTCTTCGGTACTTCCACAGGAAGCACAGAGGAGGCAGCCGAGCTCATCGTATCGGAATTCGGTGATGTTGCAGCAGGACCTATTGATATTGATGGTGTAGCCGGCAGTGTTGCCAAAGAGTTTGCGAAGTATGATGCTTTAGTGGTAAGATKTGTTCATCGTCGTACATATCATAATGTGCCCTWGATCCTGTCGCATCACATG

CCGCAGAAGAAGCCATGAAGGTGTCCTTCGTGTCTCCTCCGTCGGCTCGAGTAGCATAGCCTTAAGCCACTACAACGTCGTCCTGGATAACTATAACTACCACATCGGCCGTCACAACGGTTTCTCAAACGCTTCATACTACGAAATCACCATTCTAMACAAGTAGCAGCATGTATAGTATTACACGGGAWCTAGGACAGCGTAGTGTAC
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ATGTGTCTGATGCCGTTCTCCGATATCTTCTCATTAACAGGTAGGAACACCAACATGGAACACTGGTGCTGACACTGAACGTAGTGGAACGGGCTGGGATGAGATCTACTACTCTGAAATGCAAGATCTCGACATTGCAGGGAAGAAGGTGGCCGTTTTCGGATTAGGAGATTCAGTTAGTTATTGTGAGAAYTATGCTGATGCGACTGG

TACACAGACTACGGCAAGAGGCTATAGAAGAGTAATTGTCCATCCTTGTGGTTGTACCTTGTGACCACGACTGTGACTTGCATCACCTTGCCCGACCCTACTCTAGATGATGAGACTTTACGTTCTAGAGCTGTAACGTCCCTTCTTCCACCGGCAAAAGCCTAATCCTCTAAGTCAATCAATAACACTCTTRATACGACTACGCTGACC
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AGAGGTACGTGGATTGGTTCTTTTGTTTTGGTGTGWCTTTATGATCACAAACTAAGCATCTGTGTACTTCAACAATAGCTGCATGATGTTTTTGAAGCACTCGGGTGTAAGATGATGGGTTACACCTCTGTCGAMGGATATCTCCACGAAGAATCAAAGGCTCAGCGTGGAGAAAAGTTCTGTGGACTGCCATTAGATGCGGTGAATCAA

TCTCCATGCACCTAACCAAGAAAACAAAACCACACWGAAATACTAGTGTTTGATTCGTAGACACATGAAGTTGTTATCGACGTACTACAAAAACTTCGTGAGCCCACATTCTACTACCCAATGTGGAGACAGCTKCCTATAGAGGTGCTTCTTAGTTTCCGAGTCGCACCTCTTTTCAAGACACCTGACGGTAATCTACGCCACTTAGTT
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GAGGAATTGACCGAGGAAAGAGTTCAAAAGTGGGTAGCTGCTCTCATCGCGGAAGGAATCTTGGAGGGTGGCGGTGAAGCTACTTCTACGGCAGCAGTGTCTGTGCCAATTGCTTCTCCTGTTGCTGCAGTTGCAACAACAGCCGTTGAAGTTGAGATCGTTTCAGTTTCAGAGCCAGCTTCAGGATATGTTGGGCACTACAACCCTAGA

CTCCTTAACTGGCTCCTTTCTCAAGTTTTCACCCATCGACGAGAGTAGCGCCTTCCTTAGAACCTCCCACCGCCACTTCGATGAAGATGCCGTCGTCACAGACACGGTTAACGAAGAGGACAACGACGTCAACGTTGTTGTCGGCAACTTCAACTCTAGCAAAGTCAAAGTCTCGGTCGAAGTCCTATACAACCCGTGATGTTGGGATCT
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AGTGACAAAACAATGTGGATCAGTGTTGACGGGCGTTCATCATATGTTACCAGTGGAGCTCCTTAGACAAGTCAAATGATTGTACAGTTCGTGTTGAAAGAGATAGAGAATGAAAAGTTATACATAAACTACATTCATATCAGTCGTGGATTCCTCGGCTGGTTCTCCCATCACTACATCTTCCTTCTGTTGCACACGAGCA 3’
1462

TCACTGTTTTGTTACACCTAGTCACAACTGCCCGCAAGTAGTATACAATGGTCACCTCGAGGAATCTGTTCAGTTTACTAACATGTCAAGCACAACTTTCTCTATCTCTTACTTTTCAATATGTATTTGATGTAAGTATAGTCAGCACCTAAGGAGCCGACCAAGAGGGTAGTGATGTAGAAGGAAGACAACGTGTGCTCGT 5’
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ATTAACAGGTAGGAACACCAACATGGAACACTGGTGCTGACACTGAAC GTAGTGGAACGGGCTGGGATGAGATCTACTACTCTGAAATGCAAGATCTCGACATTGCAGGGAAGAAGGTGGCCGTTTTCGGATTAGGAGATTCAGTTAGTTATTGTGAGAAYTATGCTGATGCGACTGGAGAGGTACGTGGATTGGTTCTTTTGTTTTG
TAATTGTCCATCCTTGTGGTTGTACCTTGTGACCACGACTGTGACTTG CATCACCTTGCCCGACCCTACTCTAGATGATGAGACTTTACGTTCTAGAGCTGTAACGTCCCTTCTTCCACCGGCAAAAGCCTAATCCTCTAAGTCAATCAATAACACTCTTRATACGACTACGCTGACCTCTCCATGCACCTAACCAAGAAAACAAAAC
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