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RAVDROKDOSYFLYDLSOEHLAHSLEPLGNYTKAQTRQIAARYGLVTANKPESODLCLIE
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Sy MnmA @ ——- - 370

Bs MNmMA @ ———————m e 371
Ec MnNmA @ -———————————— 368
At MNMA @ —————— 421
S¢ Mtul -\ 417
Pf MAMA = - ——— - oo DEKTIFVKIRNS------ 980
Bm MNmMA @  — - m oo e 680
Ta MnmA LKPSEKAERVFSSNEKPAVQORLFKPRENKYQKRTERYDTDMDFEKIFNPVHENAKDDEP 926
Tg MnmA LSPSAVSEESG----—=----"---—-—-———————— GRRK----ESRAPFGPSRVETSAGSS 1543
Et MNmA  ———————— T SGNSS 921
Sy MnmA @ ——————— - o 370
Bs MNmMA @ ————— - m oo 371
Ec MNMA @ ————— -~~~ ——m - m 368
At MnmA  -——————— - 421
Sc Mtul @ - 417
Pf MnmA EQIKKAKIKFSLSNNTAYLKVKQKDTGFSPGQIITLYFPFITIKKNNKVTYITNLNKYNNL 1040
Bm MNmMA @  — - mm oo e e e 680
Ta MnmA GSYMPFESIYDLSLDKCRLNKAFPPKGKPAG——-———— HKFE--—-----"——————————— 961
Tg MnmA GAWTAW-——-——=—=————— IELAEPDEGLAPGQIAATYEGEE--—------"""""--———— 1572
Et MnmA PIEEAE-—-—-————————— LLLEEPDVGLAPGQVAAFYRDDE-——-=-—===—=———=——————— 950
Sy MnmA = ————— - 370
Bs MNMA @ —————— - —mm 371
Ec MNMA @ ———————————— 368
At MnmA  -——————— 421
Sc Mtul @ ——————— 417
Pf MnmA INTNKNTIYYHCLGSATISNQFLD—-=-=-=—-- YNLYQHIKNIHQINDLNMS-K-==-=—=—-—— 1084
Bm MNmMA @  ————m o s s s s e e 680
Ta MnmA  -—-——————-———- CIDLDVIRVSKDFKNISLVNANVIHPKSNTHKICKISFDNKVLVDKVDD 1010
Tg MnmA ~ -—-—-—-------- CLGAGRISARQGQ-—————————————— - mmmmm—— 1585
Et MnmA @~ - -—-————————- CIGSGRISALQOGS——————————————————— - ——————————— 963
Sy MnmA @ ————— - 370
Bs MNmA @ —————— - — oo 371
Ec MNmA @ -—————— - - - m oo 368
At MnmA = ———— - 421
Sc Mtul @ - 417
Pf MNMA @  ————mmm e e e e e e 1084
Bm MNmA @  — oo e e e 680
Ta MnmA SMEFTAVVLEHVRSISILSVISTNPNMERSAIQFVITGKDKINVMNDYVSVMSTILKSEL 1070
Tg MnmA = ———-———————— "~ ——— MAVEAALRSAGL 1597
Et MNmMA = ————— -~ FALKSITIDRLG- 974
Sy MnmA - 370

Bs Mnm - 371

Ec MnmA - 368

At MnmA - 421

Sc Mtul - 417

Pf MnmA - 1084

Bm MnmA - 680

Ta MnmA - 1070

Tg MnmA N 1598

Et MnmA - 974

Figure 3- figure supplement 3- source data 2. Multiple sequence alignment used
for Figure 3- figure supplement 3(E).



