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Percentage (%) sequence identity among the cysteine desulfurases
Pf SufS | Bs SufS | Ec SufS | Af cNif1 | PflscS |Bs YrvO| Ec IscS |At mNif1| Sc Nfs1

Pf SufS 45.57 | 41.53 | 40.98 | 28.41 | 33.89 | 34.37 | 29.62 | 29.73
Bs SufS| 45.57 67.08 | 67.23 | 36.13 | 42.68 | 39.95 | 38.21 | 38.55
Ec SufS| 41.53 | 67.08 63.11 | 35.66 | 38.86 | 36.95 | 36.56 | 35.75
AtcNif1| 40.98 | 67.23 | 63.11 30.24 | 38.82 | 37.62 | 36.65 | 34.31
PflscS | 28.41 | 36.13 | 35.66 | 30.24 58.91 | 69.25 | 54.95 | 55.94
BsYrvO| 33.89 | 42.68 | 38.86 | 38.82 | 58.91 62.76 | 59.42 | 60.47
EclscS| 34.37 | 3995 | 36.95 | 3762 | 69.25 | 62.76 76.30 | 73.51
At mNif1| 29.62 | 38.21 | 36.56 | 36.65 | 54.95 | 59.42 | 76.30 66.87
ScNfs1| 29.73 | 38.55 | 35.75 | 34.31 | 55.94 | 6047 | 73.51 | 66.87

Figure 7- figure supplement 1- source data 1. (A) Multiple sequence alignment
used for Figure 7- figure supplement 1. (B) Table showing the percentage

sequence identity among cysteine desulfurase orthologs based on the sequence

alignment shown in panel (A).




