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Percentage (%) sequence identity among the cysteine desulfurases

Sc Nfs1At mNif1Ec IscSBs YrvOPf IscSAt cNif1Ec SufSBs SufSPf SufS

29.7329.6234.3733.8928.4140.9841.5345.57Pf SufS

38.5538.2139.9542.6836.1367.2367.0845.57Bs SufS

35.7536.5636.9538.8635.6663.1167.0841.53Ec SufS

34.3136.6537.6238.8230.2463.1167.2340.98At cNif1

55.9454.9569.2558.9130.2435.6636.1328.41Pf IscS

60.4759.4262.7658.9138.8238.8642.6833.89Bs YrvO

73.5176.3062.7669.2537.6236.9539.9534.37Ec IscS

66.8776.3059.4254.9536.6536.5638.2129.62At mNif1

66.8773.5160.4755.9434.3135.7538.5529.73Sc Nfs1

Figure 7- figure supplement 1- source data 1. (A) Multiple sequence alignment
used for Figure 7- figure supplement 1. (B) Table showing the percentage 
sequence identity among cysteine desulfurase orthologs based on the sequence 
alignment shown in panel (A).


