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Percentage (%) sequence identity among apicomplexan MnmA orthologs

PfMnmA | Bm MnmA | TaMnmA | Tg MnmA | Et MnmA

Pf MnmA 21.13 20.37 17.51 19.15
Bm MnmA 21.13 31.54 31.15 29.72
Ta MnmA 20.37 31.54 23.85 15.70
Tg MnmA 17.51 31.15 23.85 27.02

Et MnmA 19.15 29.72 27.02 34.25




